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Abstract: Objective To analyze rpoB gene mutation characteristics in rifampin—resistant related Myco-
bacterium tuberculosis (MTB) in Baise city. Methods The sputum specimens were collected from 128 pa-
tients with tuberculosis and then were cultured on modifieded Lowenstein— Jensen culture medium, the drug
sensitivity of rifampin was detected by absolute concentration method, mutation patterns of rpoB genes were
detected by PCR and sequencing. Results Ninety—eight MTB isolates were obtained from 128 MTB clinical
strains, 36.73% (36/98) isolates were resistant to rifampin, 27 of 36 rifampin—resistance MTB (75.00%) i-
solates carried mutations in the rpoB gene,and 3. 70% (1/27) isolates carried mutations in 516 site, 59.26%
(16/27) isolates carried mutations in 531 site, 7.41% (2/27) isolates carried mutations in 533 site. The top 3
loci with high mutation frequency were rpoB531,rpoB526 and rpoB533. Conclusion The main mechanism of
rifampin—resistant Mycobacterium tuberculos occurrence is caused by rpoB gene mutation in Mycobacterium
tuberculosis in Baise city.
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