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 E: HM % CDIOL HH rs1126535C/ T S AR X E A REMEH A BN ERERABFH L AHE, 1L
BEEFREMEESANRR, Ak FF B M DNA M 7 %7 PCR # A &M 199 5 3% A F1 199 4] 35 ik A
#y CD4OL # B rs1126535C/T £ A M, i B 4 CDAOL 3 F & R L L H B 0 A I &5 30 4 6 Xl R 347 F B ik
BB Ao, R OANRKAFCCEEA L 5.53%.CT EFA L 6.03% . TT HFEHA 5 88.44% ;& Wik A CC
FEEA R 1.51% . CTHEA & 4.02% . TT £ EA & 94.47%., £/ Wik ABEA) 7 9k A B & ,CDI0L & 6 5 F th
NHERMELRFEAZTFEX(P <005, MEMWHXFIAE L FMELRFRAEITFENLCP >0.05),) B R KA
CDAOL HH S AU WA FHERBMN B AFENABRTUR . ZFARITFEL(P<0.05, 5T AXLEHE S A4
MEZFXETFEX(P>0.05), MELLELAMEEZR AL ITFEXCP <C0.05) ., &% A BHEENEA
BPHFECDIOLAE S AR HENEA AN LA AFLZRAEA AT FEXL MENWEEELA AT ZF LA F
EXESEMARABURZFALS T FEL . IHLZRNTALSRBEAEEFNFARTHEEE EENEA.
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Abstract:  Objective To study the distribution frequencies of genotype and allele of CD40L gene
rs1126535 C/T polymorphism in Guangxi Zhuang and Han populations, and to analyze the distributions of
CD40L polymorphism among different races. Methods The CD40L gene rs1126535 C/T polymorphisms in
199 Zhuang and 199 Han populations were examined by the DNA sequencing and polymerase chain reaction—
single base extension (PCR—SBE) technique. The distribution frequencies of CD40L alleles and genotypes in
Zhuangs were compared with those in Hans, and compared with other ethnics reportrf in cited literature.  Re-
sults The frequencies of CC, CT and TT genotypes were 5.53%, 6. 03% and 88. 44% in the Zhuangs; and
1.51%, 4.0 2% and 94. 47% in the Hans, respectively. Compared the frequencies of allele distribution of
CD40L gene in Zhuangs with the Hans showed that there were statistically significant differences ( P <<0. 05),
while compared the frequencies of genotype distribution of CD40L. gene between the Zhuangs and the Hans re-
vealed that there were no significant differences ( P >>0.05). The CD40L gene polymorphism distribution fre-

quency in Guangxi Han population were compared with those in Japanese and Europeans and Africans, results
showed that there were statistically significant differences ( P <{0.05). And compared the frequency of geno-
type distribution in Hans of Guangxi with Beijing subjects, results showed that there were not significantly
differences ( P >>0. 05), but there were significant differences in allele frequency distribution ( P <C0. 05).

Conclusion There are CD40L. gene polymorphism in Guangxi Zhuang and Han populations, the allele distribu-
tion frequencies of CD40L gene were different between the Zhuangs and the Hans, but the frequencies of geno-
type distribution of CD40L gene were similar in the Zhuangs and the Hans, and compared with other ethnic
groups there is a significant difference, this difference might play an important role in the study of Anthropolo-
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CD4OL J&—Ff Il T 5 B 26 )8 T MR IR JE I+ (TNF)
Z AR A B L IR T R A0 M L W UL A PR 40 i ot
INEE Z PR ANIR L, 5 5 58 L SE R BE S 2 o B A BOIR S
B PR 5 H AR CD40 4r F A1 11 A L 7 i o 40 B 09 Bt R A
39 G PE I 2B N R ML P A S0 B R R A T T R H 2
B D, 48 5 CDAOL Y 3 R F 3 B 1K Xq26 L.
CDAOL & M 17 75 35 56 N 28 S Jo 36 M 22 25 0, 3 b 356 P 19 28 53
LS NS Pk R ALt s X — E S 1gM A AiE
(XHIM) . B /R 2 1 2R G B A6 37 R Wi (GDY B R, B & 7%
AR B P A 2 ST AR RS O Bk, /AR T DNA JF
F1) 3000 7 32 TR I A PCR 2K , % CD40L 2 N i 17 2 8 pE
ST, %N TR A PR 0 R 9 A F B A 3 KR 3G R e i
TEIEH ANBE 09 501 o g N85 24 1 F 5% B 4L 3 il 1 1 %
*.
1 Mg5hH%
1.1 WEZEXT4 BEMLE B A VT R = 2 B B B B AR A i
R FLAR BB TG % 56 & . )P0 M IXOH N 199 i, Hop 5
116 5l , 4 83 fl , 4R #4 25~83 & ; Ik 199 f, Hvp 5 108 fil,
291 Bl AW 22~86 %, I H R A5 I I E B H At A AR 38 AR
YI7E 5 A0 BB P, 0 B PR ARG A I, HEBR B E L RF D L P9 43
Rt ik 1 55 45 B
1.2 ik
1.2.1 ZEPZH DNA $2HU R ks fi B 25 ki 3 ml, HZ
TREVY R AR PLEE s R B #2 AY PaxGene [ DNA $2 I
A A AT AR FE R 4 DNA 4R, 7E —70 CE&HTF
s .
L2.2 sl kItS &R WI%E CDIOL I K A7 &
rs1126535C/ T Z &M X B A B DNA ¥ 511 PCR 51497, 51

\4

CD40 ligand; gene polymorphism; ethnic groups

VARl iR REYREARTEAR TR, RARS
PP 1 CDAOL 5E K A7 5 rs1126535C/ T TR FERY DNA H Bt 5]
Y. ESI M FE S 5 — GGACTGCCCATCAGCATGAAA
=3 TR WFH R 5 — TCCATCATTTGGGTAGAAC-
CAACCT — 3" #E 5 ¥ )¥ 3 .5 — TTTTTTTTTTT-
TACTTTTTGCTGTGTATCTTCATAGAAGG—3',

1.2.3 PCRY'# CD40 iy PCR ¥ 14 2 W AR & K 20 pl, Hirb
£ 10X PCR Z ¥ 2.0 pl,0. 3 mmol/L dNTPs 2.0 ul, |-\ F
Wsl ¥4 1.0 pl A DNA 1.0 pl, TagDNA B4 1.0 u, A
JE R FFH 220 O b o R P v R KRR A R FE K A R 20 pl,
PCR =¥ Qiagen /A F] B HotStarTaq ¥ 17 £ & PCR 3£ 15,
PCR 7= ¥ 4 ¥ 98 i (SAP) (from Promega) M4 IEE [ (EXO
1 ) (from Epicentre) 4lifk J5 F ABI 23 % #Y SNaPshot Multiplex
kit SE A7 28 S . ZE A Py FH AR B (SAP) (from Promega)
aifbJ5 e ABI3130XL FAE, PR FR £ & 7% (Single Nucleo-
tide Polymorphisms, SNP) 43§ GeneMapper4. 0( Appliedbio-
systems) H 54T,

1.3 Giit4ebr SR SPSS 13. 0 #1347 Go it 40 91, LL %
KT AT BT R . S A0 FE PR RN S PR AR R R 3 R B4
BOL R R ¢* K256 5 Fisher #f Y1) HE 38 7 % 4% 401 18] 45 {37
I PRRN 3 R Y B A R AT R e L DL P <<0. 05 RARER A G
2 #R

2.1 CD40L ZEHN B 25K CD40L K rs1126535C/T £
M, PCR ¥ 34 7= 9 Fr BE K/ 190bp, 4 ABI3130XL 3 [
AL SNP 43 Bl 45 B 7R rs1126535C/T i S A& M #| CC.CT
FUTT ZFp SRR, 2800 58 )3 s 45 310 9 45088 30k — 25 ik 52
FoATT T ARG I F) f 2 L UL 1

v v

G AAGGC TG G A

#:0.Q0.04 4 k& CC.CT #u
B 1 CD40L 3 F

2.2 CD40L K Z2 25 Pk 70 0 DU B e A B o 40 A A% 19 L
BOTRET T DU RO fg Bl CRE T CDA0L A5 A 5 R AN A A
R A, R o B #4735, CD40L JE [ rs1126535C/T
A7 255 1 S o7 ik BRI ik R R AT 8 2 4 5 oA — TR A 4% (Hardy —
Weinberg) it & - i 5 A, Ud B & A7 97 2 B A9 F 9% B A B A5 T
RACFRPE, Hodh rs1126535C/ T i 5 i 35 (R 38 76 7 P o e A
DU DL TT Bl 2 0, 5 50 88. 44 %01 94.47% . K
S5 7 B PR AN I B AU SR 0 A TE B A v N 22 1R AR 25 S R ST
2235 P >>0.05) 5 7 P B DU BE T CD40LL 3 (5] #4945
RERIGH$EXCP >0.05 , WK1,

2.3 CD4OL FE PN Z M AE A R oG A RE A9 e 7 v DUk
ABE CDA0L. PR 145 407 3 PR A3 R 43 1) S5 R L H AR A LR
WL 25 B A Geit 278 L P <<0.05) ;M S5 db 5 A K& )7
RN B R R R R 2 F RG22 L (P >>0.05) , & {3
PR 2 R A G 2E B L P <<0.05), L3 2,
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HHEA LA N ERERE LA
rs1126535C/T 0l 7 A

1 TEHBRMNEAR CDIOL BEE rs1126535C/T
EFEEBMEMERSHIFRBLEE (n.%)

R R AR AR iSEIES

cC CT TT C T

4151 n

HEA
B 116 5 (4.31) 8 (6.90) 103 (88.79)
Tt 83 6(7.23) 4 (4.82) 73 (87.95)
At 199 11 (5.53) 12 (6.03) 176 (88, 44)
ST IN

B 108 3(2.78)

18 (7.76) 214 (92.24)
16 (9.64) 150 (90.36)
34 (8.54) 364 (91.46)
4(3.70) 101 (93.52) 10 (4.63) 206 (95.37)
Z# 91 0(0.00) 4 (4.40) 87 (95.60) 4 (2.20) 178 (97.80)

Al 199 3(1.51) 8 (4.02) 188 (94.47) 14 (3.52) 384 (96.48)

FE.CDAOL EHA R F M EEAE AR KRG Xk AZH
BRI 4L F L& 2T bR £ R R AT F B XL CP >0.05)
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K2 FAEMERMMK AR CDIOL EE rs1126535C/T

EEMFHME (2.0
Mg
cC CT TT C T

R A 22632 (14.16) 28 (12.39) 166 (73.45) 92 (20.35) 360 (79.65)
AP 86 4 (4.65) 8 (9.30) 74 (86.05) 16 (9.30) 156 (90.70)
HAA® 172 16 (9.30) 14 (8.14) 142 (82.56) 46 (13.37) 298 (86.63)
JEPH A 226 14 (6.19) 26 (11.50) 186 (82.30) 54 (11.95) 398 (88.05)
FUP 199 11 (5.53) 12 (6.03) 176 (88.44)  34(8.54) 364 (91.46)
PUPEIOEAL99 3 (1.51) 8 (4.02) 188 (94.47) 14 (3.52) 384 (96.48)
E:CDAOL £ HAREMERAFAEE ) BN EALK, a: P
< 0.05;CDA0L F L E M % 57 7 Wik A% ,b: P <C0.05

3 #Wig

AERERIL R Z B R T ar s, Horb, xR Y
ik REMINGE R ILRIEA . N B SR N IR ERE
I B4 77 A N % T ML DL B 3 0 2 B AL 7S A A AR R RE T — A~
SR AT, E N 258 3 DR 5 N T i A B ST SR H OB A R
BHRT X2 HE S 50— W, 8 %k 5 FJ k% & 5
BT 90 1) 9 WL 5 XTI A 3580 900 917 96 95 & A 2 o o B I 2 —
ASEEFESE 5 1)t R N 23 IR 2 Ak 0T 9 SR
F I B2 0 — BN IS AR . VI R A b,
Sab e e RO TR AR IR R CDAOL K2 6 £ 5 M AF T . A Bl
F & IEE R 225 M 7S [R) B T T 0 o A A, AT O R R
— SO g 7E AN [R) e ) 119 338 1% L, 48 (AL I HES I 1) Sk R R

CDA0OL X F& CD154 Bl CD40 #9 BC A& . J& T I 9 3K 38 A 7
(TNE) BRI G .5 CD40 43 F A T AE FH - 78 I8 40 A 5 Bt I
SR AR A S IOL A AN M (Y 38 5 s O T & PR AR
TE b A0 B AZ A0 M B4 A L NK 40 L P 4 L 7 9 DL 4E
MLAFHA CD4OL YR TA  H ETHE A FIELAY CDA™ T 41
M/MR . CDAOL 5 &£ M S 5 CD40 &5 4. % T /B 41 i 3 1k
I DS R S DA B 87 o (S I b el =l e ] oS v 1 )
[ B2 F— 1 E BE B E LU, W51 il o AY A0 i e o RE IR
LU0 CDAOL B BEfE #E AB— 42 75 5 19 /)N B B 40 i 35 T 36 3K
CD40 il MHC I 4> & 35 38 hin . 42 i H: fo) Bt 53R 2 9 BE A9 5%
Ak o AR 33 7 P A 88 O 25 I T - 4R T R G A 2 T g L S
SRR &AM LR, T R OB IR B R R ALE S
CD4OL Z 2 10 3¢ & LB S 52998 1) TL BF R I DR ST e 18 4L 398 4K
P, i CDAOL FEPH A F X ek g26.3—q27. 1 L, & 5
AN TR ARG T G E A& 266 SRR,
CD4OL JE R AETE rs1126535C/ T BB 1Y R 2 A5 7 (Single Nu-
cleotide Polymorphisms,SNP) , it Ff 3 Kl £ 25 11 %) 77 78 1] fE %
W CDAOL K& PRk 3 26 3y i L 8 T 52 Wi 25 [R) CD4OL A 56 ¥ 9%
B 7= A R SR T % CDAOL %5 K 28 25 1 78 S [R) il jie A AS []
i35k N FE T 43 A B BB 5T RN 40 A, R RESEAIESE CDAOL R £
25 T AN [R) e N T v ) e e e o 1) 7 A LA R 0 R 22 1) 1 A
K MEFRAE T — 20 43 F st f5 24 (0 JE Al M W L

AR 3CHE i SR BT BB 3 FE ff PCR £ R (PCR— SBE) X} 2k
B A IR XA o R DL fE N B CD4oL 3 R
rs1126535C/T {7 s 22 A5 1 9 43 A1 175 100 a8 A7 Aar 00, DA FRATT A ) 1%
gERATLE L FEA A CC 2L WA 5. 53% . CT 2[R Al 5
6.03% . TT 3k KN B 5 88. 44 % ; 78 I % A v CC 3 K Y
1.51% CT £ WM 5 4. 02% TT HEM 5 94.47% ., 16
TR B DU AR CD4OL 3k [ R A5 R 22 R 51T # XL (P
0. 05) , H AT 5 B AN 3 PR &Y I 6 43 A 72 55 4 vk ) ) Lb g 2
S FELCP >0.05), HTAVE K G E) PO K AR
X (8 e A DU ] S [ BRI VAR B AR b TS A RE SR £
APERF ST 45 Fe AT LU BRI A0 M7 05 A LB L e FR VS R R A
A KA A, AT R B CD40L 5 [ rs1126535C/ T fi &

HETE B T 45 7 6 DR J9T2R (91, 46 %) R T 45 o 35 4 1 4 26
(96. 48%), ¥ B & ¥ T BRI A (79, 65%), & T 4t 50 A
(90.70%) , i FTAEM A (88.05%) . & T H A A (86.63%), Hirh
BRINA CHA N FAEM A SN EAN LB 2R BEA ST FE X
( P <C0.05), ) PHDUME S PR 43 A5 350 R 6] b sl N B g, 25 5%
TG it E L CP =>0.05) 1 45 7 56 [ 43 A 3 % 22 S5 B 423t
NP <<0.05), i H R E O B B T RE S5 ORT A 1 3 B
ANTE R E AT I FES RIS ARG R LU B R
L HE S R P, CDAOL %5 o7 35 A A% 43 25 0 35 DX 380 1) 43 A A3
REEEWNRNESR.

B BRI B S DU RE B CDA0L 3R 225 1 19 4%
A B H 5 M SR A AL DG R LA B T A I H 2 8 T
AN TR G AT R B 43 A B, S 55 CDAOL A 2 95 55 19 i Bl &% Ife
PR S B A 46 T 5 BRI A0 H 5 (R B B 2 HLTE I R R R A A A
W N L 2F I IF o2 £ L L b 09 B R
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