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Abstract: Objective To investigate the frequencies of genotype and allele distribution of interleukin 10
(IL—10) gene intron region single nucleotide polymorphism (SNP) in Guangxi population, and to analyze al-
lelic and genotypic diversity of II.—10 gene among different regions and races. Methods The polymerase
chain reaction—single base extension (PCR—SBE) and DNA sequencing were used to analyze the rs3021094T/
G polymorphisms at the ILL—10 gene intron region in Guangxi population. The diversity of genotypic and allelic
rs3021094T/GT polymorphisms at the intron region of IL—10 in Guangxi population were compared with oth-
ers (Hapmap — CEU, Hapmap— YRI , Hapmap— HCB, Hapmap—JPT) from the Human Genome Project
group (Hapmap) data (http://www. ncbi. nlm. nih. gov/projects/SNP/)as well as Taiwan of China.  Results

Compared the frequencies of rs3021094T/G polymorphisms between females and males in Guangxi popula-
tion, there were no significant differences ( P >>0. 05). Compared the frequencies of rs3021094T/G polymor-
phisms of Guangxi population with HapMap— HCB, HapMap—]JPT and Taiwan of China, there were no sig-
nificant differences ( P >>0. 05). But compared the frequencies of rs3021094T/G polymorphisms of Guangxi
population with HapMap—CEU, HapMap— YRI population, there were significant differences ( P <{0. 05).

O EHLTB: 7 ARRFIESE ST H (2011GXNSFD018039) 5 )7 P BH % M 56 3 H (BRI 1140003B—93) ;" P FIT
REUT %S B H (201012MS176)

@ #if{E&E ,E— mail:liaopinhu@163. com
— 814 —



2014 4F

A T R I 27 g 2 4l

6 4

Conclusion The frequencies of polymorphisms distribution of IL — 10 gene at intron region were significant

differences among different regions and ethnic groups.
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