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Effects of Chinese herbal Zhuangtongyin on mRNA expression of CTGF, TGF—p1, PAI—1,
FN cytokines in renal cortex of diabetic nephropathy rats
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Abstract: Objective This article aims to laboratory study the effects of Chinese herbal Zhuangtongyin on
mRNA expression of connective tissue growth factor (CTGF), transforming growth factor (TGF—1), plas-
minogen activator inhibitor 1 (PAI—1), fibronectin (FN) cytokines in renal cortex of diabetic nephropathy
(DN) rats, and to explore the mechanism of Zhuangtongyin in protecting the kidney of DN rats. Methods
DN rat models were induced and prepared by mono—nephrectomy combined intraperitoneal injection Streptozo-
tocin (STZ), and the rats were randomly divided into 7 groups: a blank control group, a sham operation
group, a model group, a western medicine of Captopril group, (1 g/kg) and Zhuangtongyin low dose (6.8 g/
kg), medium dose (13. 6 g/kg) and high dose (27. 2 g/kg) groups. Six weeks after drugs administration, a
fluorescent quantitative real—time RT—PCR was used to measure the mRNA expression of CTGF, TGF—f1,
PAI—1, FN cytokines in rats renal cortex. Results Zhuangtongyin could down— regulate mRNA expres-
sions of CTGF, TGF—1, PAI—1, FN cytokines in renal cortex of DN rats. Conclusion Zhuantgongyin can
protect to a certain extent of DN rats kidney by improving he mRNA expression of CTGF, TGF—#1, PAI—1,
FN cytokines in rats renal cortex for lessening the pathological changes of kidney.

Key words: Zhuangtongyin; diabetic nephropathy; cytokines; fluorescent quantitative real —time RT —

PCR; mRNA expression
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1.1 3% SPF 2 4ifh SD Kl 140 H , 4 F,
R (200 £20) g, BRI 4 D H K% S #%, 1B IE
BT VEER R S Y LR b SR (B AR UE R
SCXK #E£ 2009—000) , 3 i PEME IR 1 J& 5 #1752 56
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Doc 2000),
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W 50 mg/kg, — WM IS G, 72 h 5 R # ik
MKE, HARH =16, 7 mmol/1 Bl A& KT, 2 )5 gk 2
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CTGF Forward TGTGAAGACCTACCGGGCTA
Reverse TTCATGATCTCGCCATCGGG

TGF—8, Forward AGGGCTACCATGCCAACTTC
Reverse CCACGTAGTAGACGATGGGC

PAI—1 Forward GTGGTTCGGCACAATCCAAC
Reverse AAGATTTACCAGTGCCGGGG

FN Forward GGGAAGAAAAGGAGCCCAGG
Reverse GGAAAAGTCCTGAGGTGGGG

GAPDH Forward TGCCACTCAGAAGACTGTGG
Reverse TTCAGCTCTGGGATGACCTT
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