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Abstract: Objective To study the polymorphism distribution of the receptor for advanced glycation end
products (RAGE) in patients with sepsis and in healthy people, and to explore the possible relationship be-
tween the polymorphism of the receptor and the sepsis.  Methods A total of 152 cases of sepsis (sepsis

group) and 189 cases of healthy subjects (control group) were selected in this study. The RAGE gene polymor-
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phisms of loci rs9469089, rs2070600, rs184003 and rs2071288 were detected by matrix-assisted laser desorp-
tion/ionization time-of-flight mass spectrometry (MALDI-TOF-MS). The levels of plasma endothelin-1 (ET-
1) in the two groups were measured by ELISA. The distribution of RAGE gene polymorphism was compared
between the two groups and the relationship between the RAGE gene polymorphism and sepsis was analyzed.

Results Plasma ET-1 levels in sepsis group were significantly higher than those in control group, and there

was statistical difference ( P <{0. 05). The allele frequency and genotype frequency of RAGE rs9469089,
rs2070600, rs184003, and rs2071288 polymorphism were not significantly different between the sepsis group
and the control group, and there was no statistical difference ( P >>0. 05). Conclusion Serum ET-1 levels are

higher in patients with sepsis. RAGE gene polymorphism may not be associated with the susceptibility to sep-

sis.
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1.2 LWk

1.2.1 ET-1 kil 45 50 Wi 48 0F & AR R R A AE
ICU 24 h P19 M3 JR 19 6 ml ki, 250 1 b
JZ IS AR A5 3 500 4 U B 5 (E-EL-HO0064c, B 3¢
Ty R A W RR B AT RN 1) L G ok A 2 % e 7 E 4H T A
ABEIMSE ET-1 K,

1.2.2 Z&MESH

1.2.2.1  A4MEIM DNA #£8  FH EDTA-K2 ¥i
SR L 43 0 CEE TR R R TR AAE ICU 24 h 91
i HEE B Y 2l R K (5 0 A i i Y 3 R
2H AT AR TR &, A B O 22 AR W R A R 23 WD
$EHL DNA,DNA JFifs & 45 J5 » B T-80 C UKHH I A7 %5
M.

1.2.2.2 PCR ¥ #) i  #RYE SNP 7 7515 &
i 135 [ Sequenom 28 ® 1 51 1% 7T # {4 Assay de-
sign 3. 1%t PCR i Al L B 4 e 51 9 (WL 3k D).
H b3 7S A A K3k B A5 BR 28 W 35 [ Sequenom
7 )T I A B OO R B R AT B ) T 1S (Ma-
trix-Assisted Laser Desorption-lonization Time of
Flight Mass Spectrometry, MALDI-TOEF-MS) 4% A fi4
Mass-ARRAY RS 5E W 7 WIRIEAE 4 °C,

F1 RAGEEREBEM A5 ¥FTI

SNP JZ I PCR 514 )31 1E 1 PCR 5|47 5

rs9469089G/C ACGTTGGATGCTCACATTGTCCTGCCACTC ACGTTGGATGAAGGTCTTAGGAACCAGGAG

rs2070600T/C ACGTTGGATGACAGTGTGGCTCGTGTCCTT ACGTTGGATGCACCGGAAAATCCCCTCATC

rs184003C/A ACGTTGGATGTGAAGGATGTGAGTGACCTG ACGTTGGATGTTTCCCTCGTTAGCCCTCTG

rs2071288C/T ACGTTGGATGCTAGAGTTCCCAGCCCTGAT ACGTTGGATGAAAGGAATGGTGAGTGGTGG
1.2.2.3  WRMEBEMEG LML 7E PCR WS J5 4% PCR 74 R ARG M 8% W2 B (SAP) Kb #H 5 .4 °C
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1.2.2.4 FAGRIEGEAR SN 7 BT Wl TR AL B 45
Ji s HEAT B0 A A1 S R L SR R R ER AR 9 L, Hor
SAP+PCR ¥ 7 pL,Extend Mix W 2141 2 pl,
1.2.2.5 MALDI-TOF-MS i i & i i Mas-
sARRAY Nanodispenser RS 1000 & &£ 4B #4 i 4l k.
J5i IR SE i1 P2 8 % & 384-well SpectroCHIP bioarray
b RJE R MALDETOF FiS {040 7. B85 R A
TYPER 4. 0 8RR WU i Kbl b & PR 7p B 25 21

L3 geitsedrik  Bdasr ] SPSS 21. 0 ZEit K
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400 B SE N, 2H ] A S5 PR 7R R A6 A7 5 PR TR 1 8 L A
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TR DL (e £ 5) 7R SR 7 22 40 B A 56 31 96 k)
0 4 2B L 7 28 8 5 ISR T AR S 80 B RAG 36, AH X
JRUB: JBE FH LE AR L C OR D) I 95 %6 Y 0T {5 X 1] (95 % CI )
TR . FTA GRS A UM A 2, P <0, 05 FoR 2
SEAGIFE L,

2 H#R

2.1 FEARBORL WA R R A I 2 R RS
Y CP >0.05), W3R 2, M5 AE 2H %5 9 Jak e 38 7 6
DA 0 MR B L PR ML VAR DO A A P R BEAE AT 11
o, R BEAE A 38 1 MREEREIR S A 103 1, LK 2.

R2 WAEREH

93 191 4 Xif B4
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5 100 127 0.784
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YL AL
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QI3 4 0
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A 17 0
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2.2 M ET-17KF M EFHMK ET-1 K
[ %k 7. 69 pg/ml, MU 537 [ BE (3. 40 ~24. 12) pg/
mD | 3 T AL P A28 3. 69 pg/ml, PU 4>z [H]
#E(2.41~5.38) pg/mD ], 2R HHEITFE L (P <
0.05), WK 1,

P<0. 05
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o
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*EE A
1 AR5 Ik R 4 ET-1 R A

Medard

2.3 RAGE HERK A g 975G 7= ol e 25 R or b AR i
I FF 45 BAIE 92, RAGE 2 rs9469089 f£7E GG .GC &
CC =R BN AL, H=FEHH GG.GC.CC K M il 45
PLRER GLC 78 152 Ml Jie 35 0 8 35 o 23 A 3 2 43 3l oy
88. 16% (B 65. 67% . % 34. 33%). 10. 53% (5
56.25% . 2 43. 75%) . 1. 32% (B 0, & 100%) .
93.42% (5 65. 14% . % 34. 86%). 6. 58% (5
45.00% #55. 00 %) s HoAE 189 il f i Xif iR 41 o 43 A
B 4y ) A 87.83% (B 66. 87% . L 33. 13%).
12.17% (3 73.91% ., &£ 26. 09%). 0, 93. 92% (A
67.32% . % 32.68%)., 6.08% (3B 73.91%. &
26.08%), RAGE rs2070600 f£7E TT.TC #l CC 3 A
A, rs184003 f71E CC,CA M AA R A, rs2071288
WA CC.CT Al TT = Fh 3 PRI, 9 24 5 50 % 5 3k A
RUGM A0 AT 4 3l -1 A A% S 87 (Hardy-Weinberg) i3t %
A A A (LR 3D, SER AR A B B AR R

£3 'AAERAGEHXEEAMCSEER
Hardy-Weinberg ¥ & # &

52 s ) ¥ H-W - 1 % 2

15 R ERT 1 P

rs9469089G/C  CC  CG GG CC  CG GG

X B 0 23 166 0.7 21.6 166.7 0.793 0.373
i 25 4L 2 16 134 0.7 18.7 132.7 3.137 0.0765
rs2070600C/T  TT TC CC TT TC CC

Xt AR 4 7 56 125 6.5 57.0 124.5 0.054 0.816
JHeH 9 4 9 51 91 7.7 53.5 92.7 0.347  0.556
rs184003C/ A AA AC CC AA  AC CC

XT AR 4 7 49 133 5.3 52,5 131.3 0.840  0.359
Jie 7 iE 21 4 39109 3.6 39.7 108.6 0.0518 0.820
rs2071288C/T  TT TC CC TT TC CC

X HR AL 1 33 155 1.6 31.8 155.6 0.288 0.591
e 7 9 41 1 17 134 0.6 17.8 133.6 0.316 0.574

2.4 RAGE JENZ &5 Merp it b Bt ot ks
N 3 N
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SiE B 5 %R #F ) RAGE £ rs9469089 (G/C),
rs2070600(C/T) ,rs184003(C/A) ,rs2071288(C/TH ik
L DR R R A5 67 6 DR A R L 3 25 R TR SR T X
(P ¥>0.05, W% 4,

x4 MREEAMMEAEA RAGE IMrmERFR
S5ZMEERMIEE (n)
X Ik

SNPs ¥ P OR (95% CI)
M4l AEd
rs9469089(G/C) 2 [K 1Y
cC 0 2
CG 23 16 0.009 0.926
GG 166 134
S A
C 23 20 0.697 0.792 1.087(0.585~2.019)
G 355 284 1
1s2070600(C/T) FE K 1
TT 7 9
TC 56 51 1.819 0.403
cC 125 91
e 47|
T 70 69 1.839  0.176  1.295(0.891~1.881)
C 306 233 1
rs184003(C/A) 3k [K
AA 7 4
AC 19 39 0.324  0.951
cC 133 109
A
A 63 47 0.181  0.670  0.914(0.606~1.381)
C 315 257 1
Rs2071288(C/T) # A
T 1 1
TC 33 17 2.663  0.264
cC 155 134
g0
A 35 19 2,093  0.148  0.653(0.366~1,167)
C 343 285 1

2.5 WMREFAEL RAGE &7 s 513K ET-1 B AH M

JHR T 4 ML 3K ET-1 /K- 80) B2 5, {5 RAGE 4%
V7 pii 1 R DR AR R A SE R R ) ET-1 KRB K F B2 5
( P >0.05),
3 it

RAGE J& %5 BR 8 1 R G 2 AR 2 1k, Tz )

A T A% - B0 A M Y B 4 R 9k O 40 L7 UL 4
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FH L GET S S ITEREREABRIEREN 1. EMR
BERK VE5 25 5 2 1 S100 K W 4% 3 fb 20 5K 7= iy 45 e A
5 A WG MAPK SR 4055 3 S g0 52
P 3 PR 1) 22 38 T A2 0 4 0 1) & A & T . RAGE 4
AR AT 6 Syl b, s 11 /\%E%%ﬂ 10 4~
BREMHNST. HANE TP P p g R 2 5%
R

(SNP) , H v B M IfiL 7 ' RAGE . 1L-6 \ET-1 % R i
PR /K- 5 W 0 1 & R L R L B ST & B RAGE
SEHZ A S U L i P A A R bk
BH 2 1 ili % 5 (COPDOY™ W FR S | Bt 9% M 45
R MRFRAES Y SRR S ARG

RAGE 1E 2 e 35 5 09 4= W 27 br 35 4 100 vl
PE RAGE (sRAGE) ¥ i 5 i #5: 4 (1) & J& )¢ DIC 1Yy
B &, I REE i RAGE/HMGBI 4 5 mp ks 20 i
B . 2 5 M BEIE 19 20 25 AL L B8 I B3 1 B2 PN B2 4 i
PG L R R AEAE O ET-1/E R —A 21 A&
FEWR K . PR 00 P R A A A W, B SRR Y Il A

Wi i 1k 2 %Tﬂﬁ&rﬁﬁﬁﬁiﬁkiﬂw /AT
5 RAGE Al i i ERK1/2 - NF-«xB fil JNK - AP-1

[12, 24]
o

SR HE N F Ik R A ET-1 &5kT

A5 & M. RAGE K 1) rs9469089 (G/C)
rs2070600(C/T) .rs184003(C/A) ,rs2071288(C/T) Y
AL SERAEAE = Tl e PR R R PR A S 5 B A (H P4 2
Vi) F 45 o7 35 D) B i DXL R 3 A TG 22 5%, 78 RAGE A
2k 5 MR I By VR AT R O A e M R SR A R 5 H
A %] rs2070600 3 H 2 25 % el A8 55 e/ E & A &
JRTC KM AR ARRL Y . BREEAE B E K ET-1 Wk
fe TE R B2, n] RE 5 R HE I AR A Y IS N B 40 i
T K ET-1 15wk B 55 40 N Y 5 DR B X L 43
B 25 5 B RAGE £ {0 5 i 55 DR 80 % 45 {37 56 TR 78
ET-1 RiAKFETILER.

F 98 & IR R E S0 K 2K ET-1 kK F 8 3% 7
=S TR ) RAGE 56 2 385 M 5 M3 0 1 & 8% 1 G
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