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Abstract: Objective This study aims to systematically evaluate the relationship between Fasl.-844C/T
gene polymorphism and susceptibility of breast cancer. = Methods A computer-based online search of the
PubMed, EMBASE, Chinese Biomedicine database (CBM), China National Knowledge Infrastructure (CNKI)
and Wan Fang Data was carried out. Case-control studies about the relationship between FasL -844C/T gene
polymorphism and susceptibility of breast cancer were collected from the establishment of databases to May 8,
2017. Meta-analysis was performed by STATA 13. 0 software and the pooled odds ratio (OR) and its 95% con-
fidence interval (95% CI ) were calculated. Results A total of 11 case - control studies were included in the
Meta-analysis, including 5698 breast cancer patients and 5710 healthy controls. Meta-analysis showed that the
Fasl.-844C/T gene polymorphism in heterozygous model ( OR =0.789, 95% CI : 0.651~0.955, P =0.015)
and dominant genetic model ( OR =0. 810, 95% CI : 0.666~0.986, P =0.036) were significantly associated
with susceptibility of breast cancer. The stratified analysis based on population showed that the Fas[.-844C/T
gene polymorphism of Asian population, especially the Chinese population was significantly related with the
susceptibility of breast cancer. However, Fasl.-844C/T gene polymorphism of Europeans had no significant re-
lationship to the susceptibility of breast cancer. Conclusion Fasl.-844C/T gene polymorphism is significantly
associated with susceptibility of breast cancer. Fasl.-844C/T gene polymorphism T* mutant is associated with
lower risk of breast cancer, especially in Chinese population.
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L IR 98 (breast cancer) & % % & % UL 1 98 5E 2
— R BRI SR T B 14060 5 AR
IR R BAE E I S AR T O A
LT AR E R . BRI RS ARG N T L R A
HAFZEWIGIRE X, SR, FLIRE 09 9% N 2% ) &
WAL =4 AW T, BETA N , FLBR I Y & 2 2 st
R R MBI R A EAE 45 2%, Kb s (e B &R &
BN e Z B, WA AEYE B FEMS T
AW 2 I O B i 2D IRV B H R 2 A 1 (single nu-
cleotide polymorphisms, SNPs) 5 F| Jf @ e Bt £ &
H i N AMIF 5T I 3R 5

AT A0 R T R T S S R Y &
HERFR T EYIY . Fas/FasL 24058 B 988 40 Mo 8
BB R IE 22—, FasL J& Fas 7R N B9 RIR T4, H
HASFEF BT 1 SR AR (1923) . 4 ASFh 8T
SANETHM, Y FasL 5 Fas 456 )5, 0] LA TG 40
L T A5 5 K S B B AT RN T2, FasL %
Ja B F IX-844 i 5 £ & M (FaslL-844C/T.
rs763110) AT 5200 FasL 4 R Y 3% 35 , DU 3 040 Mo 74
T-R R 8. AR 2R W5 B FasL-844C/
T 3L 225 M 5 7L 5 I 2Z (B A DG S L BRI
WL RIFA — 3. A WF 58 058 i X FasL-844C/T
Z ML AT Meta 43 BT, 958 % FLJ& 15 2 FL AR 0 (19
Sy BERIER XA R F o F oKV BT LR Y & R
550, RPN TELRR i 1 e AL TR O A R 1S B RN
MR E R X,
1 #EREAE
1.1 %ERSEIE LI“FasL” “Z 807 “FLIRE" K
Fin) K g 3 A SRR I - b AR W B A SR
(CBMD) | [ 19 1) 42 SCEHE 132 (CCNKD #1307 80808 P
PL“FasL” “polymorphism” “breast cancer” J ¥ & iH] ,
K& 2 DY SCEE % . PubMed Ml EMBASE, 4R ¢
T FasL-844C/T 5N £ 51 5 FL I 5 BE G R 1)
SCHR, IEXF & B 25 SCRR AT T TR & K R B ]
BN PERE 2017 455 A 8 HZ I,
1.2 A5 HEER bR UE
1.2.1 PAFRE OXERD T FasL-844C/T H K
Z M5 UM 5 M 22 18] 1) O 3 5 O STk by 5 ] —
Xif BRI 5T, v 191 20 Ry 28 ek DR A 12 Ay L it s ) A6 L 6 TR
A AN R LM e ) R N 5 O SR b B s o 2 L RE AR
P AL 191 4 5 oF FE 20 1 5 TR R A 15 0 L RO H A
It Codds ratio, OR ) J H: 95 % n] {5 X [6] (95 % confi-
dence interval,95% CI ).
12,2 HEBRFRME OB gl fl 4 5 L 2 00 2 ek 25
S HON YT EIELEWIE SES 'S INSE PN & )8 4
4 1Y SCHR s QB A 56 B B T 7 AR AT 5E PR AU 22 %) S

ik s @ F o e SRS T iR OE 1 SCHK

L3 BURMEHC oy A 2k 37 AT SCHR R
Lo BRI, I 52 SRR o Gt 4 05 U] 8 e e 52
FHETTEE .. WREREEAFHUTHFER . OX
BRE — 1 s @ K RAFIR; OWF ST HLIX s D P 5 © i Bl
LA IR AL A RE AR 5 © 25 A LA R 5 (D i [H B A 0 D7

125 s @ XF B ZH e itk T A 4% F- 8 (Hardy- Weinberg equi-
librium, HWE) £ 5615 ,

1.4 Stk i STATA 13. 0 417411
I3 o XN SCHR AT S BT PR A 3 (Q A 3 A0 TP A
¥ 5 P <<0.05 8 I >50% N 5 itk i 3, e B BE HL
RAN B AR G R HEAT 3 BT s S TSR T 80 A
B, R OR B H 95% CI SR &Lwi 43 7 G it 4 L 43 3
PEATEA LRI (T vs. O A THAL(CT vs.
CO G TR (TT vs. CO) BB AR (TT+
CT vs. CO MBAMEBAABRA(TT vs. CTHCO M I
LD P <0.05 NESAGIFE L, MASCERN &
F i fai R H Begg’s U} I Egger”s e 14 [0 19 53 #r
WAL LA P <<0.05 A 2R A Gt 3 BN fE7E
R R

2 HR
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R1 MANHARHLEEREHE
P & . ] o CEE: X B 20 HWE
% —AEE PR ] 5% 3 X Tl B DR B A 5 vk i) i) CP )
Krippl P 2004 B 4 ) R YA TaqMan 489 487 0.418
VRt 2013 h DIAIPN PCR-RFLP 250 250 0. 090
Hashemi M 2013 Leiatli] LADN tetra-ARMS-PCR 134 152 0.184
Zhang B 2007 I DIATDN PCR-RFLP 839 830 0.110
Crew KDM* 2007 £ H FR YA TaqMan 1062 1105 0. 602
Wang M 2016 hE RPN MassARRAY 560 583 0.817
Nallapalle SR 2015 Ej B WA PCR-RFLP 228 206 0.109
Xu Y™ 2014 I RPN MassARRAY 439 439 0.070
TR AR 2009 i DIZPN PCR-RFLP 839 830 0.110
Wang W™ 2012 S RES| NIAZPN PCR-RFLP 420 496 0.112
Mahfoudh W 2012 = e A PCR-RFLP 438 332 0. 334

7 PCR.: % 4 8 4% X R I ; TagMan: 3 4 % 01 # A ; ARMS. ¥ # &

]

2.2 K Meta P g5 R FasL-844C/T RN £ &
{ic 'ﬁzLH;%JE?EJEE‘@E@ Meta 3 Hr a5 WL 2, XF 4% 3
R AEAT 5 0T P 55, 76 55 A7 38 PR32 (T v,
FAAEI(CT vs. CO VAR THEB(TT vs. CO) ., M
WAGHA (TTHCT vs. CO) Atk G A (TT vs.
CTHCO I TR EMERmBLE R0k P =
84. 8% .I* = 80. 7%12=73 4% .1 =283. 6% fl I =

O A&

REEZ4%;RFLP.R&| A B KE S AM HWE. % -H 4

PR AT AT, SR BRIHERS TRAICOR =
0.789,95% CI :0.651~0.955, P =0.015) Fl i 4 5
R ( OR =0.810,95% CI :0. 666~0. 986, P =
0.036) LT, Fa%L—844C/T HHEZEMESILIRIES

YA B E R, G THA LA T FaslL-844C/T
B ISEAT r&%;L&%&%@ﬁﬂ@ﬁ%rﬂmr@l 2, sk

LR AT FasL-844C/T K £ &1k 5 7L 9 5

59. 106 . RWIBIFFAEGL T2

B A I 4% 2R FH BB HIL A%

%R 2 FasL-844C/TEEEZ®

PR AR UL 3,

S5 FLIRE K BB Meta 347

WFe 5 TR 5 &9 RN 5
i R 10 I E— v B g Vi
X A g 95% CI P

T vs. C RNV 11 65.72  <C0.001  84.8% BEHLRLR,  0.881 0.759~1.023  0.096
RPN 8 56.44  <C0.001 87.6% Fifi HL AL L 0.865 0.701~1.067  0.175
SN 2 0. 86 0. 354 0.0% M ERM  0.973  0.880~1.077  0.599
hE A 6 9.58 0. 088 47.8% B EZON  0.740  0.685~0.798  <C0.001

CT vs. CC B 11 51.92  <C0.001  80.7% BEHLZCON  0.789  0.651~0.955  0.015
RIATDN 8 35.54  <C0.001  80.3% BEHLALR,  0.740  0.588~0.932  0.010
S/ IDN 2 0.00 0. 970 0.0% [ E &M 1.034 0.885~1.208  0.672
E A 6 18.91 0. 002 73.6% BEALZON,  0.644  0.527~0.788  <C0.001

TT vs. CC JSRLN 11 37.57  <C0.001  73.4% BEHLECOR  0.851  0.656~1.104  0.224
A 8 34.93  <€0.001  80.0% FEMLZLN,  0.868 0.583~1.292  0.485
LI EIPN 2 1. 69 0. 194 40. 8% BERON  0.918  0.744~1.132  0.423
E A 6 0.77 0.979 0.0% RN 0.632 0.520~0.768 <C0.001

TT+CT vs. CC RN 11 61.04 <C0.001  83.6% FEHLRZ,  0.810 0.666~0.986  0.036
RPN 8 46,67  <C0.001  85.0% BEHLELN,  0.779  0.607~1.000  0.050
W A 2 0.18 0.667 0.0% B ERON  1.002  0.866~1.160  0.976
E A 6 16. 30 0.006 69.3% BEHLRLR,  0.645  0.539~0.771  <C0.001

TT vs. CT+CC JERTN 11 24. 46 0. 006 59.1% REHLECN  0.935  0.772~1.134  0.496
AN 8 22. 34 0. 002 68.7% BEHLALR,  0.962  0.712~1.298  0.798
I S/IIDN 2 1.89 0. 169 47.0% [EE 88 0.906  0.750~1.095  0.307
E A 6 0.48 0.993 0.0% [EZE 8B 0.756  0.625~0.914  0.004

Tovs, C:EMAERBALLK;CT vs. CC: 2
vs. CT+CC. Rtk i o B A th %
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Study

D OR (95% CI) Weight
Krippl P (2004) :-—o— 1.03(0.79, 1.35) 9.60
IR (2013) _ 0.58 (040, 0.84) 828
Hashemi M (2013) —_— 1.18 (069, 2.01) 6.16
Zhang B (2007) —_— 076 (0.62,093) 10.57
Crew KD (2007) D 1.04(0:86,1.25) 10,69
Wang M (2016) - 0.79.(0.62, 1.01) 10.02
Nallapalle SR (2015) : S 1.6 (1.03,2.66) 6.88
XuY (2014) —_— 0,61 (046, 0.80) 9.54
3KIERR (2009) —O;— 0.76 (0.62, 0.93) 10.57
Wang W (2012) —— 0.40 (0.30, 0.53) 9.47
Mahfoudh W (2012) _— 0.71 (048, 1.03) 813
Overall (I-squared = 80.7%, p = 0.000) @ 079 (0.65, 0.96) 100.00
NOTE: Weights are from random effects analysis :

T T
3 1 333

M2 Z4&FHEALKT Fasl-844C/T
HELAMSAREZEENAREMAA

Study
D OR (95% C1) Weight
Krippl P (2004) —i—o— 0.96 (0.74, 1.23) 9.61
VPB4 (2013) —t—é- 0.59 (0.41,0.84) 834
Hashemi M (2013) . 1.51(0.93,2.46) 671
Zhang B (2007) —_—— 075 (0,62, 0.91) 1030
Crew KD (2007) | —— 1,03 (0.86,1.23) 1044

1(2016) —_— 0.76 (060, 0.9) 9.86
Nallapalle SR (2015) 1.93 (1.24,3.00) 7.26
XuY (2014) —_— 0.62(047,081) 9.45
3KiEHE (2009) —.-3— 075 (0.62,091) 1030
Wang W (2012) — E 042 (0.32,0.55) 9.45
Mahfoudh W (2012) . 0.73(051,1.05) 828
Overall (I-s =83 <> 0.81(0.67,0.99) 100.00
NOTE: Weights ar nalysis :

T T
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2.3 RN EBENEEET )R T B WU
METE & FHREM (OR = 0. 740, 95% CI : 0. 588 ~
0.932, P =0.010) b T, Fas[.-844C/T # KA £ & M
52U MR By B A 3 O I BRI AN BEAE 5 B Hb B 8
RIrh , FasL-844C/T B 2 8% 5 FL I 5 Btk Z )
A A B K C P >0, 05) 5 o BB 7 A5 A
FEHBIR ( OR =0.740,95% CI :0.685~0.798, P <<
0.001) . Z¢ & FHIA (OR=0. 644,95% CI:0. 527 ~
0.788, P <C0.001) . 4li& FH A (OR=0. 632,95 %CI ;
0.520~0. 768, P <C0. 001) . & ¥ 8 £ #& & (OR =
0.645,95%CI:0.539~0. 771, P <C0. 001) 1 [ ¥ it
AR (OR = 0. 756, 95% CI:0. 625~0. 914, P =
0.004) L~ , FasL-844C/T &N £ &1 5 FL I 5
MR B R,

2.4 REAMFE  AVEAG YA SCHR & % 0 IR AR A BF
5K Begg’s I (WL 4) & Egger’s £ a1 1943
BT AT & Ak (DL 3D, 45 2R 3 WY 7 55 o KR R A 38
TR Al A | 5t A R | R PR AL B I
B BIRAEAE R R e

A

Begg's funnel plot with pseudo 95% confidence limits

0 2]
s.e. of: logor

Begg's funnel plot with pseudo 95% confidence limits

s.e. of: logor

B 4 Begeg’s -+ H
% :A:CT vs. CC;B:TT+CT vs. CC

£ 3 Egger’'s&MUEENMELLARRENIWER
I8 A AR T ‘ P
NIRRT vs. C) 0. 41 0.693
B TR (CT vs. CO) 0.07 0.946
i A TR (TT vs. CO) 0.07 0. 944
0 0
0 0

BAEBAERET (TTHCT vs. CO) .49 . 636
Btk AR (TT vs. CTHCO) .06 . 953

3 iTtig
TR ZIUF 5B T FasL-844C/T FH £ &
PE5 LR ) BME Z B 2 &R . Wang 261 R A% 61
— X BBBFSE , F ] MassARRAY 5 i [ 51) 25 PR 43 7 &
Sk 560 U 2 M LM R 5 583 il filt B 1Y
FasL-844C/T i i 09 3k A A4, 45 2L & B Fas1.-844C/T
(rs763110) LR Z40 TT 3k K A5 2L A8 98 & 9k KK
FEAGAT 56 s Xu 261 BF 98 & B, FasL-844C/T 3N £ &
PECT 25 5 5Y 55 20 B8 & 9 AU R IR OG5 9K 1T, Nal-
lapalle ZE- I WP o8 45 R B, FasL-844C/T RN £ &M
CC 5 5 AUA Wl /0 ZL R 988 0 1 XU . %5 1 SE i 9 F
T M A G — I A58 R ] Meta 43 BT 19 7 2
94N S5 BT SCHk M — & G0 . DA 2 PR AS FasL-
844C/ T HH Z &M 5 FL IG5 BEZ R LR .
AHFGE 531 T FasL-844C/T FEH £ 251k 5 7 IR
9 oy SRk Z ) Y DG R L RGN A 11 J STk . AL 4% 5698 )
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FLAR 9 B, 5710 M {8 B X B, Meta 2r BT 45 R B,
TEZ A F AR I 4 T FasL-844C/T e N Z 815 7L
i g oyl Mk 22 B B AR OGP B CT R B R
AL g Y S B PRI T4 CC BRI, & JF B4
P R ARG BRI R e AR Al TR
Mg AL BT | Bt 5t % AR 4 5 RO LY AL N S AFALE
B 000 S B L O 1 4R 3 S T ) R TR L A OF 5 B T R
BEA T 20 200 . 43 )2 0 i 4 2R W OO B 7E |
W5 LB R 2% WS E) Y S B S B SE i R
X H Meta 70 B 45 2% 78 Fas1-844C/T JEH £ 485
TSN SN N S S C N TI A7 DN £
5 ol LA A TR & 5T ] 109 S BT P 1 100 O R A5 B B
W S T A ST U RE I SCHR 3L 2 A A 50 Bk
T EOCHE AT SR AR 4 B Meta 43 B 45 2
IR TESF A FE IR A e i TR 4l G 7 RORL G M gt
RS AY B tE s L A AR 5 M AL LL AL , GRS R 1Y
KR FasL-844C/T KK 2 51 5 3L 5 Bk Z (1]
HAT W2 OCHE , B BRTE A% & 7 10 AL 0 G P 35t 4% 455 4 1
BT S BvE 35 A0 7R AR A LR & B ST T 1 S
BEARBA G 22 L RS R T EER . B2,
R 73 )2 53 A 2 3 AR S S o 1 1) 2 2R R, FE b
NHRE T A2 1 BA 9 /0 B8 5L 988 10 XU, 428 75 AT
W FasL-844C/T VEH FL I byl FE R A7 1, AR R v [
ANBEFL R ) B2 W 2%

AU Meta 73 Hr i A7 7E — € B R B 56 AR U
A SCHR 2202 ¢ T 90 CHE i i 5, e 2 b /OB
AIBIFSE A 2 J5 O T IR AR 118 SCRR 005G 77 oo A #
5 I A5 R EE MRS, S A0 AU A 1 RO TR A
FE B SCHR PG S B e N DL AR i) JHG At b e TR AR L IR
i 5 FasL-844C/T HE K 28 M 1Y ¢ R 75 8 & B i X
RFEAS Y BIF 5 R AIE 52 5 HLU L PR32 BT R AS S5, R i
TN IR 3 B MR LSS R RS ORI MR 2
RS 52 e R R R AT 530 J2 20 07 s BRI AR SEAL T i T
FasL-844C/T i s SNP 5 F| 88 i ¢ & L R % i
SEEH RN S B S BAR R e n TR R
TR B ], A< SO G K 8, SCRR 7T BE AF TR R PR 2
SR S5 R B T B

ZE LTI  ARHEGY KB FasL-844C/T 3 H 2 & 1
55 LRI 5y e 22 ) A AE W W OC R E HOR TE P E A
R T 78 1A I 2 AR L B8 8 K A XU

5 E 30k
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