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Abstract: Objective To explore the relationship of Toll-like receptor 4(TLR4)and its rs10116253C/ T lo-
cus polymorphism with coronary heart disease (CHD) in Guangxi population. Methods A total of 278 pa-
tients with CHD(CHD group)and 123 healthy subjects(control group) were selected. We collected 7 ml periph-
eral blood samples from each subject in the CHD group and the control group. The polymorphisms of peripher-
al blood TLR4 gene rs10116253C/T locus and the expression of serum TLR4 were measured for the two
groups. Results In Guangxi population, both the CHD group and the control group had the same frequency
distribution of the three genotypes (CC, CT and TT genotypes) and alleles (C and T alleles). Females carrying
rs10116253 CT genotype ( OR =0. 372,95% CI :0. 191 ~0. 722, P = 0. 003) and C allele ( OR = 0. 440,
95% CI :0.257~0.752, P =0.002)were associated with a significantly decreased risk of CHD than males car-
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rying the same genotype and allele, Han population carrying rs10116253 TT genotype( OR =0.505,95% CI .
0.257~0.991, P =0. 045) were associated with a significantly decreased risk of CHD than Zhuang population
carrying the same genotype. The expression of serum TLR4 in the CHD group was higher than that in the con-
trol group [ (4.2941.55) ng/ml vs. (1.07=£0.43) ng/ml, + =31. 969, P <C0. 05 ], the expression of serum
TLR4 increased with the number of diseased blood vessels elevated in the CHD group, there were all statisti-
cally significant differences (all P <C0. 05). In the CHD group, compared the serum TLR4 expression among
different genotype subgroups in rs10116253C/T locus and compared the serum TLR4 level among different dis-
eased blood vessels subgroups showed that there were no statistically significant differences (all P =>0. 05).

Conclusion The TLR4 gene 10116253C/T locus polymorphism may be one of the genetic susceptibility risks in
CHD genesis in Guangxi population. The serum TLR4 expression is significantly high in patients with CHD,

moreover, it may be closely positively associated with the number of diseased blood vessels in the CHD.
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AR 190 19 77 94 17.40 80.20 92.40 0.302 0.583
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BRSO AR A 87 2.9940. 87 £ 5 rs10116253C/ TR AREEE CHD &
XL 3755 AF 4 81 4,3241.53" Mm% TLR4 K EEEE (r+s,ng/mD
e SO TR g b
=R 110 5.30=+1.18 3% TLR4
v 120. 292 215 n
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