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Abstract; Objective To evaluate the clinical significance of peripheral blood CD4" CD25" regulatory T
cells (Tregs) and the serum levels of transforming growth factor beta-1 (TGF-f1),interleukin (IL.)-10 in pa-
tients with lung metastasis from colon cancer. Methods The ratios of CD4" CD25" Tregs to CD4" Tregs in
the peripheral blood of patients with lung metastasis from colon cancer and healthy controls were determined by
flow cytometry, and the levels of forkhead box P3 (Foxp3) were detected by Reverse Transcriptase Polymerase
Chain Reaction (RT-PCR). Meanwhile, the serum levels of TGF-81 and I1.-10 were detected by ELISA.  Re-
sults The ratio of CD47 CD25" Tregs to total CD4" Tregs in the peripheral blood, the expression levels of
Foxp3, and the concentrations of TGF-f1 and IL.-10 in patients with lung metastasis from colon cancer were

significantly higher than those in the healthy controls ( P <{0. 001 or P <{0. 05). Conclusion The ratio of

CD4" CD25" Tregs to total CD4* T cells in the peripheral blood from patients with lung metastasis from colon
cancer is increased significantly, which suggests that CD4" CD25"% Tregs participating in the immune tolerance
of patients with lung metastasis from colon cancer might be via the inhibitory cell factors of TGF-1 and 11.-10

regulated by Foxp3 gene.
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