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Abstract: Objective To investigate the potential roles of miRNA-492 and interleukin-6 (IL.-6) in the im-
mune pathogenic mechanism of Mycoplasma pneumoniae. Methods (DReal-time quantitative PCR was used
to determine the miRNA-492 expression in mononuclear phagocyte system at different time points (6, 12 and
24 h) after being stimulated with Mycoplasma pneumonia (MP) lipid associated membrane proteins (LAMPs).
@The IL-6 expression in the supernate was detected by ELISA at different time points (6, 12 and 24 h) after
being infected with different colony-counting of MP. @ THP-1 cells were co-transfected by high-expression of
miR-492 lentiviral vector, and the cells were induced to differentiate into mononuclear phagocytes, then the ex-

pressions of IL-6 of mononuclear phagocyte system were detected by ELISA. Results (D The expression of

miR-492 in mononuclear phagocytes after being stimulated by LAMPs was higher than that of the blank control
group at the time pints of 6 h and 12 h, and there was significant difference between the blank control group
and the LAMPs-stimulated group ( P <{0.05), but there was no statistical difference at 24 h time point ( P >
0.05). @The expressions of 1L.-6 of mononuclear phagocytes after being infected with different colony-counting

of MP were higher than those of the control group at 12 h and 24 h, and there were statistically significant
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difference among different colony-counting of MP infected groups and blank control group ( P <<0. 05), but

there was no statistical difference at the time point of 6 hour ( P >>0. 05). @ The expression of I1L.-6 in the

mononuclear phagocytes after being co-transfected by high-expression of miR-492 lentiviral vector was in-

creased compared to the blank control group, there was statistically significant difference ( P <C0.001). Con-

clusion

MiR-492 plays a role in the mycoplasma pneumonia infection and disease attack by regulating the im-

mune inflammatory factors such as the secretion of IL.-6 in mononuclear phagocyte system.
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