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Clinical value of combining qualitative HBV-M and quantitative HBV-DNA
detection in the diagnosis and treatment of hepatitis B
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Abstract: Objective To observe the application value of fluorescence quantitative polymerase chain reac-
tion (FQ-PCR) in the quantitative detection of hepatitis B virus deoxyribonucleic acid (HBV-DNA) in patients
with hepatitis B, and to observe the value of qualitative detection of serum hepatitis B virus markers (HBV-M)
in patients with hepatitis B. Methods Nine hundred hepatitis B patients admitted to our hospital from Janu-
ary 2015 to September 2018 were selected as the research objects. The qualitative HBV-M and quantitative
HBV-DNA detection of patients’ blood samples were performed by using enzyme-linked immunosorbent assay
(ELISA) and FQ-PCR, respectively. The measurements of HBV-DNA of different HBV-M modes were ana-
lyzed. Results There were 8 detected HBV-M modes. The detected positive rate of HBV-DNA was 55. 00%
(495/900). The positive rate of HBV-DNA of the HBsAg + HBeAg + HBcAb mode was higher than those of
HBsAg+ HBeAb+ HBcAb, HBsAg+ HBeAb, HBsAb+ HBeAb+ HBcAb modes ( P <C0. 001, or P <C0. 05).
The positive rate of HBV-DNA of the HBsAg + HBeAg mode were significantly higher than those of HBsAg
+HBeAb+ HBcAb, HBsAg+ HBeAb, HBsAb+ HBeAb+ HBcAb modes ( P <{0.01). The HBV-DNA con-
tent of HBsAg + HBeAg + HBcAb mode was significantly higher than those of HBsAg+ HBeAg, HBsAg+
HBeAb+ HBcAb, HBsAg+ HBeAb, HBsAb+ HBeAb+ HBcAb modes ( P <{0.001). Conclusion There
are differences in the positive rate and expression level of HBV-DNA among different HBV-M modes. There-
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fore, the combination of qualitative HBV-M and quantitative HBV-DNA detection is of great significance in

clinical diagnosis and treatment of hepatitis B.
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AR T HBV &Y 5 100 i3 S R pn B9 . 1T B L
W FR A TR IR AS T ik 4 R M HBV 78 A
RN HIRE L B Ao K, HBY &G 5, Ah A
I 20 B % 96 B 0 480 A% B 4% R (HBV-DNAD [ £ H
A S i 57 4% 1Y) HBV 0RE B L, 2 S s 75 &2 1l B B
e AT SRR BRUT L OBLBY B 99Ok 2 B R A I AE I Y
(fluorescence quantitative PCR, FQ-PCR) # R 7F 2L K]
2 B O, AR R AR HBV SR R
Hl L NI R 26 TAERAES B B . AR5k
IR BE 900 1l 2 AU 5 B EATIF 5, B E R ST & MY
JF 48 5 55 -Fn 1 (HBV-M) Al F FQ-PCR # AR
£ HBV-DNA & s R U i iz Wi (8, JE R
1 &#&Rl5RE
1.1 IGAE%E R JEH 2015 4F 1 H—2018 4F 9 H T
BEWIA Y 900 4 & B 4 J F AR Xt . Horp 55
567 ], Zr 333 fi]; AE WS 18 ~ 68 &, 1 (43. 01 £
11,971 % 8 1~5 4F P15 (3. 01£0. 84) 4F 5 IIfi IR AE
ARARAE 412 5] - JE3RANIE L 304 i BT X 98 . 522 451 £2 Ak
WGR L 489 B Z 1, ARWFIE & BE B S B2 B At ok iE
1.2 HmBCRHERR AR E O A bR E AR (18 M 2 7Y
T4 2 Wi ks tE (2015 4E B ) 2 Wi i & BT 98 3 s
Knodell JF4H4U1E 148 50 (HAD =45 14 & 1R 5 7 7% i
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