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Abstract: Objective To elucidate the expression of coiled-coil domain containing protein 66 (CCDC66) in
colorectal cancer (CRC) and its correlation with angiogenesis. Methods Quantitative real time PCR (qRT-
PCR) was used to detect the expression of CCDC66 mRNA in CRC tissues of 24 patients and 6 CRC cell lines.
An immunohistochemistry (IHC) method was used to detect the expression of CCDC66 protein in 46 CRC tis-
sue chips and in 20 paraffin block CRC tissues out of them, and the correlation between CCDC66 expression and

the clinicopathological parameters of patients, the microvessel density (MVD) was analyzed. Results The

expression of CCDC66 mRNA in 24 CRC tissues was significantly decreased by comparing with that in the adja-
cent cancerous tissues ( P <C0.01), and its expression in 6 CRC cell lines was also lower than that in the nor-
mal colonic epithelial cell line FHC ( P <{0.01). Immunohistochemistry detecting results showed that the ex-
pression of CCDC66 protein in the tissue microarray containing CRC tissues of 46 cases was obviously lower

than that in the adjacent cancerous tissues ( P =0. 0008). The expression of CCDC66 was correlated with
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tumor lymph node metastasis ( P =0.0361) and TNM staging ( P =0. 0361). The MVD count in tumor tis-
sues of the high CCDC66 expression group was lower than that in the low CCDC66 expression group ( P =

0.0013). Conclusion

The expression of CCDC66 is downregulated in CRC tissues and cell lines, which is

correlated with tumor metastasis. CCDC66 may inhibit CRC metastasis by suppressing tumor angiogenesis.
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