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I AB LHCGR EREALE rs10495960 1 rs7579411
DHEREHAR

WMEF ERE ,EH0 ,=FE' ,BER,TRA
(1. FLRKEEFEWMEERABEXEF N, H HE  533000;
2. AFIREEFRMBERGEELERSLEZIN PO, ® BHE  533000)

O OE:BHM ARAERERE/ALEERMERRE LR LHCGR) 3 B 1510495960 1 rs7579411 fr & £ A A& )
WABRHQAAFME LR FARFEABN S FRER, HiE KEZH XA DNA N FEf S E 2 mE LMW PCR
(SNaPshoO), 4 573 #l H I Rk E ¥ WM B E K £ 7+ 0T ¥ # EEEH L H LHCGR £ H B rs10495960 fn
rs7579411 fr B AW A AT M . 5 B br A £ £ F 4 F AR A K3 X (HapMap) A A By 4 % A # (HapMap-CHB) |, B & A
## (HapMap-JPT) EX M A Z# (HapMap-CEU) X 4 | A # (HapMap-YRDLHCGR £ H £ AMHEH# T, £R |
T8 A H 1510495960 7 5 A 4 GG.GAAA EE A, DL G/A EEA K E W (46.07%) ~EMEF L G & ¥ L (64.05%)
srs7579411 f K & 4 CC.CT.TT £ B A, M C/T £ B A &K & N (47.12%) ,E AL EH L C R ¥ N (62.65%) . H &
rs10495960 L K & HH A EM L EHM X E T L HAB 2 F 2 R 8A KT FEXCP <<0.05) ;5157579411 L & 4 £ H
MAEMERAEAES LWARSHTZFHALR T FEXCP >0.05) ;] FH K A B rs10495960 L & 49 2 F A 47 &
5 HapMap-JPT.HapMap-CEU,HapMap-YRI %5, 2 B &% #F %2 & L (P <0.05), 5 HapMap-CHB %, £ % £
%At % E X (P >>0.05);rs10495960 L & th % L 3 H 4 £ 5 HapMap-CHB, HapMap-JPT. HapMap-CEU, HapMap-
YRI WK, ZFHALITFEXCP <<0.05), J7 TH X A B rs7579411 iz % a9 2L H & # £ 5§ HapMap-JPT, HapMap-
YRI th#t, 2 FH A 41 % & X (P <0.05), 5 HapMap-CHB, HapMap-CEU %, Z R R4 it % & L (P >0.05);
rs7579411 o & By % £ 3 B 1 £ & HapMap-JPT, HapMap-YRI b & . Z R ¥ A & i % & L (P <0.05), 5 HapMap-
CHB, HapMap-CEU %, Z R £ K ¥ E X (P >0.05), &it S W AZ ¥ LHCGR &Rt rs10495960 i 5 % A %
EB LB AEAEZ B, rs10495960 A1 rs7579411 L S S A E L MM EE £ R,

FEI:LHCGR: 2 B £ A M £ 7 KA
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Abstract: Objective To study the distribution characteristics of luteinizing hormone/choriogonadotropin

receptor (LHCGR) gene rs10495960 and rs7579411 loci polymorphisms in Guangxi population and compare the
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distribution differences among different ethnic groups. Methods In this study, DNA Sequencing method and
Multiple Single-base Extended PCR (SNaPshot) were used to detect genotypes of LHCGR gene at the
rs10495960 and rs7579411 loci in 573 patients who underwent out-patient physical examination at the Reproduc-
tive Center of Affiliated Hospital of Youjiang Medical University for Nationalities, and the results were com-
pared with the LHCGR gene polymorphism data of HapMap-CHB, HapMap-JPT, HapMap-CEU and Hap-
Map-YRI published by the International HapMap Project ( HapMap).  Results

rs10495960 loci contained genotypes of GG, GA and AA, among which G/A were more common (46. 07 %),

In Guangxi population,

and allele G was more common (64. 05%); rs7579411 loci contained genotypes of CC, CT and TT, among
which C/T were more common (47, 12%), and allele C was more common (62, 65%). The distribution differ-
ences in genotypes and alleles frequencies at rs10495960 loci between male and female group were all statistical-
ly significant ( P <Z0.05), while the distribution differences in genotypes and alleles frequencies at rs7579411
loci between male and female group were all not statistically significant ( P >>0. 05). When the genotype fre-
quency at rs10495960 loci in Guangxi population was compared with those of HapMap-JPT, HapMap-CEU and
HapMap-YRI, the differences were all statistically significant ( P <{0. 05), but the difference was not statisti-
cally significant when compared with HapMap-CHB ( P >>0. 05). When the allele frequency at rs10495960 loci
in Guangxi population was compared with that of HapMap-CHB, HapMap-JPT, HapMap-CEU and HapMap-
YRI, the differences were all statistically significant ( P <{0. 05). When the genotype frequency at rs7579411
loci in Guangxi population was compared with those of HapMap-JPT and HapMap-YRI, the differences were
all statistically significant ( P <0. 05), but the differences were not statistically significant when compared
with HapMap-CHB and HapMap-CEU ( P >>0. 05). When the allele frequency at rs7579411 loci in Guangxi
population was compared with those of HapMap-JPT and HapMap-YRI, the differences were all statistically
significant ( P <C0. 05), but the differences were not statistically significant when compared with HapMap-
CHB and HapMap-CEU ( P >0. 05).

rs10495960 loci was different between males and females in Guangxi population. The polymorphism distribu-

Conclusion The polymorphism of LHCGR gene distribution at
tion at rs10495960 and rs7579411 loci was different from those of other races.
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R EE - 2p2) . 2 5 IEW A ES RN 20T, F
FAEVERR b Rk A S Lot O EL 0T Y6 5 A0 E L R 46
LB A T () Jo 200 i L B 55 P 52 kL TR) 5T 40 B R T A
L G AE R IR PESr A Leydig 2000 % & R &
SR . A ST R B S AR DG A B R 1Y A K e
PIAH S0 0 0F 58 & B, 2 2 09 3L 25 & 1E (P-
COS™ | Leydig 4 il & B A4 (LCH)™ | Kkt 5
Pk R B(FMPP) W A5 PE 5 LHCGR 2844
X, A W5 E S LHCGR # W £ &
rs10495960 1 rs7579411 WiV i 4 3k PR 700 71 4% 47 35 A
HRREAE ) PG b DR B 43 A 9 5 HapMap £04E 2
NATEY 4 28 ARE R NBE L H A CHE O AHE AR
ANEO P LHCGR J H 2 25 1 4 AU HE 2R 47 LU, 3R
T LHCGR 5 K 22 25 1 78 A 6] i XN vh 19 23 A 22
S MIRANFSE LHCGR K 2 28506 5 M 5005 1) &
S AL T B2 1t B 0 3 AL A B AR 4 A A 2 3
fili

— 282 —

F BINA VTR B2 2 e B I B8 B 2B 78 oG 112 2 1 fi
R 2 573 ], Hovh 55 274 5, 42 299 ], - 34 4F %
(37.86E12. 4D % . IS ZAHE Z M JCR LR
F, HLARSR AV H DX HE R O i I A e L % e P g
W R, AR C RS EREF R RS
AIHEAE

1.2 KHik

1.2.1 #2HCDNA  SREMF XS 3 ml #kin, H &
T WMDY Z R T8 EDTAK2) Hi#E, B4 DNA B EUR
P AL 5 R AR AE AL B A PR A F] DNA - $2 B 57 & i 1
B4 R4 DNA & HARAE T-20°C KA

1.2.2 Hl&51% PCRIIYAH LifFRKZAEYRH;
HRRA A A M. rs10495960 £ S0 F o )%
5% : GCCGTTCCTCCCTAGGTGCTAA; FiE 51 ¥
F 4 K : CCCTGTTCTTCTCGGATCCTTTG; 4E fii
1% K. TCTCTCGGGTCAATTCGTCCTTTTTG-
GTCTCTGATTCTATTCCCGATGG; rs7579411 fif
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B EWSI RS A CTCCAGTCTCCCCCTTGCTA-
AAGA; FiiF 51 9 ¥ 51 R : TGAGATCTGAGAGAG
TATGAGGGGTGAA S 51 ¥ /5%y : TCTCTCG
GGTCAATTCGTCCTT.AGATCTGAGAGAGTAT
GAGGGGTGATCG,

1.2.3 FERWY  RWAKR A0 pDAE ddH, O 6
pl 4ifbJ5 Z 8 PCR 7Y 2 pl GEBEZE W 1 .57 %
BESIIRAW (1 pM)O0. 4 pl, 37 HHEDI YIRS W (2
pMDO. 4 pl i E R 0. 25 pl TRE). PCR O 414
$9:94°C 1 min,56°C 4 min, 38 MEMH, 4°C 1A,
0.5 pl MBS R, 5 0.5 pl Liz500 SIZE
STANDARD.9 pl Hi-Di {47, F ABI3730XL il ¥ #if
95°C A8 5 min, | GeneMapper 4. 1 437 FF 45 5,
1.3 itk RA SPSS 19. 0 84 X} 52 56 4%
AT G 2 . R E B BOk ST P N B
LHCGR £ 2 AN A i AU 45 47 JE ], Har-
dy-Weinberg & F IR X &G HRFME. H ¢
K50 LB AN R 4L B 9 A Al 25 5% P <<0.05 HZERA G
R,

2 H#R

2.1 FEREABKM LHCGR 3 K rs10495960 Al
rs7579411 i 54 Hardy-Weinberg - 46 5 , 7 {37 s
FEH AL P A (43518 0,10 F1 0. 87 )¥>>0. 05,3k Har-
dy-Weinberg -1 , 2 B A o 57 B BEARAC R v, )
JPAE R BoR AR P X N BE T, rs10495960 1 4 3k
HE K GG.GALAA, rs7579411 i 5 K A &K CC,
CT.TT. WK 1.K 2.

1 LHCGR # & rs10495960 I 5 K

I 1 |

| i

{1\ I
AV [
LA S TS ¥ N N

A2 LHCGR # & rs7579411 9 F A

2.2 LHCGR % rs10495960 il rs7579411 £ 251
FEPEH X AFE R B 0 A Geit oM R0, TP M X
ABER, LHCGR J£ A rs10495960 Fl1 rs7579411 i i
S GA/CT KR # 22 0L, 03 43 51 Sl 46. 07 6 Fil
47.12%, VL G F1 C 85 A0 56 R 4 A 0% 0 8, 45
64.05% F1 62. 65% , rs10495960 fi i 4% K& DAl 751 Fi1 45
7 5 R S A T e W 4 ) o3 A 22 S 3 R it 2 X
(P <C0.05);rs7579411 v 5 4% 3k A Y 1 26 o7 3 R 43
RIET LA B A 2 S ¥ g it = E L (P >
0.05), WL#% 1,

F1 IAMXAZE LHCGR #£RA rs10495960(G/A) 0 rs7579411(C/T)EFB R E M EEME S A

S 5 3 50
5 H ¥ P ¥ P
AA/CC GA/CT GG/TT A/C G/T
rs10495960(G/A) 7.158 0.028 5.490 0.019
3B 274 25(9.12) 128(46.72) 121(44.16) 178(32.48) 370(67.52)
i@ 299 49(16. 39) 136(45.48) 114(38.13) 234(39.13) 364(60.87)
B 573 74(12.91)  264(46.07) 235(41.01) 412(35.95) 734(64.05)
rs7579411(C/T) 0.043 0.979 0.007 0.935
B 274 107(39.05) 130(47.45) 37(13.50) 344(62.77) 204(37.23)
Eg 299  117(39.13) 140(46.82) 42(14.05) 374(62.54) 224(37.46)
B 573  224(39.09) 270(47.12) 79(13.79) 718(62.65) 428(37.35)

EoRATERERBEAL QDIRT,

2.3 LHCGR K rs10495960 il rs7579411 v j5 £
BPELEA R b DR N BE A LB iR 2 Fros . )
P X A BE rs10495960 i 5 (1) 3L (K B9 45 R 5 Hap-
Map-JPT. HapMap-CEU . HapMap-YRI # It 2% &
BEi2E3 L (P <<0.05) .5 HapMap-CHB [t ., 22
S G i FE X (P >0.05); 7 74 H X A\ B

rs10495960 i o5 [ % A % F 45 % 5 HapMap-CHB,

HapMap-JPT, HapMap-CEU, HapMap-YRI #{ Lt 22
S A G E L P <<0.05),

WM 3 Fros, ) V8 b X AR rs7579411 i g 1) 3k

PR 75 451 %8 5 HapMap-JPT . HapMap-YRI #H [t 25 5 15

HYiFE X (P <0.05), 5 HapMap-CHB, Hap-
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Map-CEU # b, 2R T4 i+ 22 2 (P > 0. 05);
rs7579411 i 4 9 % fi 3 [ R 5 HapMap-JPT,
HapMap-YRI ¥ tb 2 R H F 12 XL (P <<0.05),

5 HapMap-CHB.HapMap-CEU # [t , 22 5 T 4e it %
X (P >0.05),

F2 JTEAMRAB rs10495960 (L R ZBMDHINES HapMap AT EM A B LLE

F K Y S VE iSEitl
Nt P XZ P
n AA GA GG n A G

PN 573 74(12.91)  264(46.07) 235(41.01) 1146 412(35.95) 734(64.05)

bt AHE 103 10¢9.71) 44(42.72)  49(47.57) 1. 832 0.440 206 142(68.93) 64(31.07) 78.531 <C0.001
H AN B 104 6(5.77) 35(33.65)  63(60.58) 14.532  0.001 208 161(77.40) 47(22.60) 123.927 <C0.001
Y elIPN 99 1(1.01) 32(32.32)  66(66.67)  26.746 <C0.001 198 164(82.83) 34(17.17) 151.491 <C0.001
AL HE 108 — — 108(100.00) 33.471 <C0.001 216 216(100.00) — 17.424  <<0.001

E: D) W A Z . Guangxi, 4t 7 A & : HapMap-CHB, H & A #: HapMap-JPT, % M A # . HapMap-CEU, 3 3l A # : HapMap-

YREQ&F Wit & A B HBERL2 QIR T,

R3 TEMRARE 757941 iR BEEAHMES HapMap R B EM AR LR

3 R A S FE A
N P X2 P
n AA GA GG n A G

PN 573 224(39.09) 270(47.12) 79(13.79) 1146 718(62.65) 428(37.35)

bt B 41 20(48.78)  13(31.7D) 8(19.51) 3.761 0.153 82  53(64.63)  29(35.37) 0.129 0.720
H A B 72 12(16.67)  41(56.94)  19(26.39)  16.757 <C0.001 144  65(45.14)  79(54.86)  16.449 <C0.001
&P 113 34(30.09)  65(57.52)  14(12.39)  4.262 0.119 226 133(58.85) 93(41.15) 1.159 0. 282
E| PN 113 9(7.96) 47(41.59)  57(50.44)  91.519 <€0.001 226  65(28.76) 161(71.24) 88.502 <C0.001

D) W A B Guangxi, b 3 A B . HapMap-CHB, H & A # . HapMap-JPT, BX M A # : HapMap-CEU, 3 i A # . HapMap- YRI;

QOF M HFRBERL VOIERT,

3 itig

Z 3% UP & 22 5 1F (polysistic ovary syndrome, P-
COS) 25 WL RN 43 W B9 2 — o 50 BT I AT 9 2
WA W oR, £ R B H Loh, PCOS 18 R & ik
5.6%, PCOS i K R Z RN H LM & oA 4 .
HEGR PEAN A2 OB Bk B v b 3R OAE , PCOS & & 2
RUBE R AR 255 AE L I BR 5 & IE S R
Joes S50 T KU 185 0, T A A T R R ) B0 fik
JoRE A 3 5T o

LHCGR R X 38 % 0 300 Fi gl & i & & 2 AR
H.25 Leydig il & & B R W Mo 4k, fE A58
AR I 2 W FR T T AR 2 . LHCGR
L PRAE 3R 19 3 AR b R HE B Y G B L 7R PCOS &
HHY IR E O R N R R AR, AR K
B, PCOS BAF L% P A LHCGR ik KV &
FhiEr s B LHCGR (9 m 235 5 & R ARBUAHC, 4 5
AL B AT (GWAS) #2278 LHCGR 3 R 5 3% P-
COS KA, Mutharasan 25 K 21 KK 1. 8 15
1 PCOS 5 LHCGR 2 H W A7 55 rs7562215 ., rs
10495960 Z 2 1 1y 5 Z1 SC BK . 7F B S f0 PR A2 A
T LHCGR 3 A 9 B8 A 47 05 rs4597581 Ml rs
4953617 Z 215 52 04 5E 40 R XS B 2. B 5
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Fi2EUY ] Meta 2087 & B0 LHCGR 2 [H rs13405728
Z S PCOS (4 & A A OC ABAFAE Rl % 22 5, 76 L
AFfH rs13405728 5 PCOS Y % 5 4 3¢ , ZERK 35 A Fl
H rs13405728 5 PCOS ) & 9% J6 X B, LHCGR 3
IR 22 28 PE 7 45 rs13405728 i TC+ CC F K Y 5 397 g8
Hi X PCOS A5 AH I . AT AR J2 B 3 i X PCOS 1 2 4~
Sy FE AL 5, PCOS ) &3 4 47 i LHCGR 7
FEP rs13405728 7 f AT IR Z S5 T 0 A 4
B PCOS & M &% . il LHCGR 5 B ¢ 48 ]
AEJE 46, XY Ji & M & 1) % W R Y Zielen AC
U BB — A LT K b LHCGR 2 H i
—ANHT I Sl T HE SR RS 07 A8 S 55 5 R M O B D) R 4
H ., Lu Xuefeng ZE (A58 45 5 52 #F LHCGR 1
BB R HE D L (H X 32 45 R iR & & A . it
AL LHCGR S [H 2 254 5 A2 58 P 43 W s 1) A 9 4%
BTz, 3 H AR Wi B LHCGR 2 WAL a5
rs10495960 Fl rs7579411 Z 35 M 76 AN [A] A BE 4 7 4R
.

ARSI EE R, )P X B LHCGR 2%
rs10495960 i 1 DL G/A 3k W AL & Sk w W
(46.07%) . ZF L HE DL G B % UL (64, 05%);
rs7579411 7 ML C/T AR F (47,12 %) . 54
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FEHLLC A FE62.65%) . Hr rs10495960 4 £ 5L
AT R S5 A5 Bk PR 38 A 5 4 rh i 0 A 2% S IR St
SRS RAR TP XN P rs10495960 i i1 2 AP
Gy AT 5 P AT QK B Z [ A AE A A 25 R
34, 110495960 {7 s5 5 PR BU S R [ rs7579411 v A5 5
PR 055 K W A7 i 114 55 o 3 AR 5 HapMap-JPT
HapMap-YRI AR W3, 40 10 22 5 A Gt 22 & X
XU g8 IR R W], 7T N B b AF /£ LHCGR %l
rs10495960 Fl rs7579411 i 5 1Y £ 25 1k, X 86 2 5k
SH ARG 2 B 22 S0, SR Z AT A A R %
B A TG PR R ) S i AN TR A DR R AR A AR AR K
2550 AW 45 R R AR AR X S ek, BRI 2 284k

AJ SR B Y R 35 T AR G 22 5L 848 AS [R)  RE BlAS
A Z 1) X S S 5 05 119 & A K R AR AE AN ) 19 B SRR L ax
S P 25 W IR TT AEAE AR ) 22 5 RS 24 P 1) o 22 1A
RZ—. Wi, AHFRA8 TR TG AT
LHCGR K Z &M M s 67 5, N5 TR A P-
COS 5 Z M6 R AL 3 47 .

B 30k
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