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Abstract: Objective To investigate the differential expression of platelet-derived growth factor subunit A
(PDGFA) in nasopharyngeal carcinoma (NPC) and its possible functions. Methods With the gene expres-
sion profile data in the GEO Database, we analyzed the differential expression of PDGFA gene in normal naso-
pharyngeal mucosa tissues and NPC tissues by online analysis tool GEO2R. Then the function and effect of
PDGFA gene and its related genes were analyzed through STRING database and DAVID database. Finally, on
GCBI online laboratory, we analyzed the co-expression regulatory network in which it may participate as well as

predicted its transcription regulatory factors. Results PDGFA was differentially expressed in normal naso-

pharyngeal mucosa tissues and NPC tissues. Functional enrichment analysis of PDGFA and related genes
showed that they jointly participated in 12 biological processes, 4 cellular components, 3 molecular functions
and 11 signaling pathways, and they had significant enrichment effects in the process of tumor occurrence, de-
velopment and metastasis. What they participated in included MAPK signaling pathway, Jak-STAT signaling

pathway, positive regulation of cell proliferation, positive regulation of cell migration, adhesion, positive regu-

E&£TH : 2018 447 1L R B 2= B B R R A (yy2018ky015)

E—EEE N HEE Q982 L R LR A, RER I, W55 . B 335 P8 3 A O 5T, E-mail : 284118382@
qq. com

BIMEEBE A : EREA964—) B W+ 22 R 1 AW F 5 0 F 49 %8 5 A W5, E-mail: 2361653538 @ qq.
com



2021 4F

EERANEY PRV SR

%13

lation of ERK1 and ERK2 cascade, and positive regulation of protein autophosphorylation, etc. In addition,

gene co-expression regulatory network and transcription factor prediction revealed that PDGFA gene interacted

with many genes, proteins, transcription factors and microRNA.,

Conclusion PDGFA may be involved in

the occurrence, development and migration of NPC through multiple pathways, such as positive regulation of

cell proliferation and migration, signal transduction, protein autophosphorylation, and intermolecular interac-

tions.
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