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Abstract: Objective To investigate the distribution characteristics of single nucleotide polymorphisms
(SNP) at rs511898 and rs44707 loci of ADAMS33 gene in children of Zhuang ethnic group in Guangxi and to
compare them with different ethnic/regional populations.  Methods A total of 94 children of Zhuang ethnic

group in Guangxi were genotyped at rs511898 and rs44707 loci of ADAMS33 gene by multiple single base exten-
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sion (SNaPshot). We analyzed the frequency distribution of genotypes and alleles in different genders as well as
compared them with those in different ethnic/regional groups. There were three genotypes, namely

CC, CT and TT at the locus of rs511898, with CC as the most common genotype. And C allele had the highest

Results

frequency. There were also three genotypes at rs44707 locus, namely GG, GT, and TT, with GT as the most
common gennnotype. And G allele had the highest frequency. There was no significant difference in the geno-
type and allele frequencies at rs511898 and rs44707 loci between male and female children of Zhuang ethnic
group in Guangxi ( P >>0.05). But their genotypesat rs511898 loci were not significantly different from those
of Han people in south China and those of American Columbians ( P =>0. 05), but significantly differentfrom
those of African Nigerians, East Asian Japanese, and South Asian Pakistanis ( P <{0. 05). Their distribution
frequency of alleles at rs511898 locus were not significantly different from that of Han people in south China,
but significantly different from that of African Nigerians, East Asian Japanese, South Asian Pakistanis and A-
merican Columbians ( P <C0. 05). Guangxi Zhuang children’s genotypes and allele distribution frequency at
rs44707 locus were not significantly different from those of Han people in south China ( P >>0. 05), but signifi-
cantly different from those of African Nigerians, Japanese, South Asian Pakistanis and American Columbians
(P <C0.0D).
different races and regions.

Guangxi; children of Zhuang ethnic group; ADAMS33; SNP; race

Conclusion The polymorphisms of rs511898 and rs44707 of DAM33 gene were distinct among
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