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Abstract: Objective To detect the expression of epidermal growth factor receptor (EGFR) and CD44 in
colorectal adenocarcinoma, and to explore their association with clinicopathology of colorectal adenocarcinoma
as well as the correlation between EGFR and CD44. Methods The immunohistochemical SP method was

used to detect the expression of EGFR and CD44 in 150 cases of colorectal adenocarcinoma. Results The ex-

pression rates of EGFR and CD44 in colorectal adenocarcinoma were 40, 67% and 51. 33% , respectively. The
positive expression of EGFR was related with tumor size and lymph node metastasis ( P <Z0. 05), but not relat-

ed with gender, age, tumor location, tumor differentiation and the depth of tumor invasion ( P >>0. 05). The
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positive expression of CD44 was significantly related with the depth of tumor invasion and lymph node metasta-
sis ( P <€0.05), but not with gender, age, tumor location, tumor size and tumor differentiation ( P =>0. 05).
The expression of EGFR was weakly correlated with that of CD44 ( C =0. 279, P <<0.001).

positive expression of EGFR and CD44 protein is associated with prognostic factors including lymph node me-

Conclusion The

tastasis and invasion of tumors, which may be the basis for tumor prognosis. The expressions of these two pro-
teins are weakly correlated, suggesting that there might be synergistic effect between these two proteins. Com-

bined detection of EGFR and CD44 may be helpful for judging local invasion and distant metastasis of colorectal

adenocarcinoma.
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