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Establishment of stable over-expression model of ADRBI

gene polymorphism based on H9CZ cell line

Chen Liping, Xiao Ting, Deng Maoqing, Xie Shanshan, Wu Dingchang

(Department o f Clinical Laboratory , Longyan First Hospital » Longyan First Affiliated
Hospital of Fujian Medical University ., Longyan 364000, Fujian, China)

Abstract: Objective To establish a cardiomyocyte model with stable over-expression of 81 adrenergic re-
ceptor (ADRBI1, 1165 G>C) gene polymorphism, so as to lay an experimental foundation for the study of its
function and mechanism in hypertension, heart failure and other adverse cardiovascular events. Methods Af-
ter the ligation of ADRBI ¢DNA clone fragments and PMT399 vector, the recombinant plasmids pSE4077 and
pSE4078 were co-transfected with lentivirus package plasmid into 293T cells. The supernatant was collected to
infect HIC2 cells. Stably transfected cells were screened by quantitative polymerase chain reaction (QPCR).
Results The expressions of ADRBI in pSE4077 and pSE4078 groups were significantly higher than those in the

control group of untransfected cells and those in the control group transfected with empty virus. And those of
the pSE4078 group was also higher than those of the pSE4077 group. Conclusion The stable over-expression
models of ADRBI gene polymorphism have been successfully constructed based on H9C2 cell line.
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5'-GATCCAGCCTCCGGATCCGGCCACCATGGGCGCGGGGGCGCTC-3'
5'-CTCGCCCTTGCTCACCATCACCTTGGACTCGGAGGAGA-3'
5'-GATCCAGCCTCCGGATCCGGCCACCATGGGCGCGGGGGCGCTC-3'

5'-CAAAGCAGGCCCTGGAAAGCCTTGCG-3'
5'-GGCTTTCCAGGGCCTGCTTTGCTGCG-3'

5'-CTCGCCCTTGCTCACCATCACCTTGGACTCGGAGGAGA-3'
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10000
8000

2000

7 :A. ADRB1(1165 G>C) 2% H % A PCR ¥ # /= 4.
a.b.c 24|y PCR 4 a.b.c & i 4 # ,M % DL2,
000 DNA Marker; B. PMT399 # &4 4] & /= 47 ,

M # 10kb DNA ladder Marker,

1 ADRBI1 # H ¥ 3% PMT399 £ & B 41 7= 4
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pCMV-VSV-G 12 i 5 4. 2% KL , BT 5 Y o0 RL AT A7 4%
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1.5 Mg HOC2 4 Mibk X ADRBI ik ik
HOC2 4 iR & 10 % FBS i DMEM 15 323 55 3% . 41
Mot 5 ) fl o6 FLAR, AL 20 T A4 ME; 12 h )5 e
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2.3 ADRBI BEH i FIXEUE  HBYME pSE4077,
pSE4078 43l &G HOC2 4 i J5 , FH 31 ' 2¢ o6 W e
MEE GFP #0633k, B A i /r ADRBI 3 [ 2 5 M0
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A UL, ADRBI B KA i 3 0 R 80CR . ADRBI A i

FIBTE MR R
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AP E IR R, 1B Johnson JA U HESY BR
Arg389Gly Arg/Arg 3k R RIHEHT 2 %5 96 FL 3% IR W TR
I7 R Gly SE 0 S5 & 4, HSE VSl i Meta
ST AR BN S H— B ). Ak, Kang S %1 58 i X
ADRBI 5 W 4 ¥ .0 77 5% 3 (9 0F 58 & 3. Bk #5
ADRBI1 Gly389Gly 3 W # () i # 4, B K 2 5
ADRBI J PR R 1 1 35 AR 1 WS4 P O 0 3% 08 2 9 KL
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U BIE T HR AT A SR A R LR L SR, 25 W A
AR 35 AR S R 3R WL AR S 1 X IR R A K
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