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Abstract: Objective To investigate the effects of M2 macrophages and their secretory factor interleukin-
6 (IL-6) on epithelial mesenchymal changes in HepG2 hepatoma cells. Methods This study selected human
hepatoma cell line HepG2, mature M2 macrophages induced by THP-1 culture and IL.-6 inhibitor Corylifol A
for the experiment. The experiment was divided into two parts. In the first part, the experiment group
(HepG2 cell line and M2 macrophage co-culture group) and the control group (HepG2 without special treat-
ment group) were set up. In the second part, HepG2 cell line was co-cultured with M2 macrophages, and the
experiment group and the control group were added with Corylifol A and nonsense solvent respectively. The

protein expression levels of E-Cadherin and N-Cadherin, indicators of epithelial mesenchymal phenotypic trans-
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formation, were detected by Western blot, and the expression level of I11.-6 in supernatant of the two groups
was determined by ELISA. Results

group, the mRNA and protein expression of E-Cadherin in the experiment group decreased. M2 macrophages

In the first part of the experiment, compared with those of the control

could inhibit the expression of E-Cadherin in HepG2; compared with those of the control group, the mRNA
and protein expression of N-Cadherin in the experiment group increased. M2 macrophages could promote the
expression of N-Cadherin in HepG2. In the second part, compared with those of the control group, the protein
expression of E-Cadherin increased and the protein expression of N-Cadherin decreased in the experiment

group. 1L-6 secreted by M2 macrophages could inhibit E-Cadherin expression and promote N-Cadherin expres-

sion in HepG2, which can be inhibited by IL-6 inhibitors.

Conclusion I1.-6 mediates M2 macrophages to pro-

mote epithelial mesenchymal changes of HepG2 hepatoma cells.
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