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Abstract: Objective To study the expression and related mechanisms of aB-Crystallin (CRYAB) in cer-
vical cancer (CC) by means of bioinformatics. Methods The expression of CRYAB in cervical cancer and

pan-cancer was analyzed by the database UALCAN and the wetsites Assistant for Clinical Bionformatics and
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Xiantao Academic. The relation between CRYAB and survival of patients with cervical cancer was analyzed
with the database GEPIA. The relation between CRYAB and clinicopathological features of patients with cervi-
cal cancer was analyzed with the database UALCAN. The correlation of CRYAB expression and immune cell
infiltration in cervical cancer tissues was analyzed with the database TIMER 2. 0. The co-expressed genes of
CRYAB were searched in the database LinkedOmics. Key genes were searched in STRING Database, and GO
Results CRYAB was

low-expressed in cervical cancer tissues. There was no correlation between CRYAB expression and the survival

annotation and KEGG pathway analysis were conducted on the website of Metascape.

of cervical cancer patients. Its expression was correlated with the tumor stage, race, weight, age, histological
type and lymphatic metastasis of the patient. It could induce various immune cells to participate in tumor regu-
lation. Analysis of co-expressed genes showed that NDRG4, IVL, KRT75, SBSN and FABP12 were positively
correlated with CRYARB in the ascending order of P value, while KIAA0649, TMPRSS3, GOLMI1., ALDH3BI1
and RHOBTB2 were negatively related. GO annotation indicated that co-expressed genes were involed in epi-
dermis development, envelope keratosis, polypeptide cross-linking, calcium ion binding and intermediate fi-
broskeletal tissues, etc. KEGG pathway was enriched in staphylococcus aureus infection, biosynthesis of mucin
o-glycan, biosynthesis of nucleotide sugar, the IL.-17 signaling pathway and pathways in cancer. Conclusion

CRYAB is low-expressed in cervical cancer, which is in certain degree related with the occurrence and develop-
ment of cervical cancer. It expected to become a biomarker and potential therapeutic target of cervical cancer.
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