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Application of metagenomic next-generation sequencing
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Abstract:  Objective  To explore the application value of metagenomic next-generation sequencing
(mNGS) in pulmonary infection after renal transplantation. Methods This study carried out a retrospective
analysis of the medical history of 58 kidney transplant recipients who were hospitalized for pulmonary infection
in the Organ Transplant Center of The 923rd Hospital of the Joint Logistic Support Force of the Chinese Peo-
ples’ Liberation Army from January 2016 to January 2020. They were divided into a conventional pathogen de-
tection group (control group) and a mNGS group. It moved on to compare and analyze the results of the above
two pathogenic detection methods and the clinical indicators of each group before and after treatment.  Results

The mNGS group needed shorter detection time and had higher positive detection rate than the control
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group, and the differences were statistically significant ( P <{0. 05). The mNGS group used less antibiotics

than the control group, and the difference was statistically significant ( P <Z0. 05). After treatment, the values

of CD4, CD4/CD8 and glutamic-pyruvic transaminase in the mNGS group were significantly lower than those in

the control group, indicating significant statistical differences ( P <{0. 05). After treatment, the length of hos-

pitalization in the mNGS group was significantly shorter than that in the control group ( P <{0. 05). There

were no significant differences in hospitalization expenses, CD4 level, CDS8 level and blood glucose between two

groups after treatment ( P >0, 05).

Conclusion Compared with conventional detection methods, mNGS can

significantly improve the detection rate of pathogenic bacteria and shorten the detection time. It is of high appli-

cation value in the treatment of pulmonary infection after kidney transplantation and worthy of clinical applica-

tion.
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