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The Pan-cancer analysis of Toll-like receptor 4 based on bioinformatics data
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Abstract: Objective To investigate the role of toll-like receptors 4 (TLLR4) in expression, prognosis and
immune infiltration of various cancers. Methods The pan-cancer analysis of TLLR4 was conducted by using
GEO database, TCGA databases, human protein atlas(HPA), and multiple bioinformation tools. The role of
TLR4 in occurrence and development of various cancers and the clinical prognosis of cancer patients was ex-
plored from the aspects of molecular levels, gene expression levels, survival status, immune infiltration, gene
mutations and associated cellular metabolic pathways. Results The expression of TLR4 was low in most of
cancers ( P <{0.05), and had some associations with the prognosis in patients with cancer ( P <{0. 05). The
expression of TLR4 in many cancers was related to cancer-associated fibroblast (CAFs). TLR4 was involved in
many biological processes including immune response, DNA transcription regulation, tumor proliferation, ap-
optosis, post-translational modification and autophagy. Conclusion The expression of TLR4 is statistically
associated with clinical prognosis and the infiltration of immune cells, which can contribute to understanding
the role of TLR4 in occurrence and development of cancers from the clinical perspective.
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