Faats H5H A3 L R R B2 27 B 2 4 Vol. 44 No. 5
2022 4£ 10 A Journal of Youjiang Medical University for Nationalities Oct. 2022

(1401111111111 111111111111 1111111111111 111111111111 .

: L o B S S A I A R IR ¢ y 0k kg iR
' zkfc%l:‘cﬁit.ﬂ}’m,ELak,(@zﬁ,%.%ﬁ%ﬁ@zﬁ%éﬁiﬂ@fﬁ@t*ﬂa&lncRNA X I R : [1’8%‘«"—7 I]é; ﬁ’\%ﬁﬁi]
‘ LR (A g 5 A L], A7 VL ROE R 24 B 2% 4k, 2022, 44(5) 1 666-674. '

¥

S IAEB SR R £ - M 5K IncRNA X FE R E R AR 514

FELESK ,AZEF ,BEE TR, RZH,ETEA,INEE,BRK'
(1. R EXRMEHFE, TR KW 241002;
2. MEEXFRAERFR, ZHM E#H  241002)

H E.HM R TAEWBEFE T EMELIEE R E M E (HNSCO & -4 % IncRNA xt & J 4 & 3 38 4737 .
FiE M TCGA #H#EEFHRM HNSCC W ¥ T AR FE . EETHXEBH#ATE R M E R 240, I UL E T4 X IncRNA
X B R . K HNSCC & 4 HE Ao 4 9 % % (246 1)) Fn 3 3E % (245 1), K Al Cox Bl 3 441 1 % B Lasso /& 5 Bl V7 3 4T
JE R AR, R G E RIS ot AL B HNSCC B2 200 & IR 4L, JF 3 & fr B R 0 S 3 4, & Al Kap-
lan-Meier At F A B HFHTEFE M AL F EF L, ARLLH ROCH L IFTHEA N EHME, EFREM L FE Cox
HHEHAMEZERRERN AR T2 ERAEFENXZ. BEZHNSCCHERKR R £, &R 7 HNSCC £,
5| 53 £ B E T4 % B IncRNA(FDR<C0. 05,10gFC>2), 3 Ml IncRNA st B X # 4T B &, #iL Cox HHE LAk B
Lasso 5 f B Ak 18 MG MK IncRNASHA THAEMNMHERAE, IAERBIEEEREN. KARAAEHL £
HFHEBTBERARAAEZF(P<0.05):;MEMRHEA 1 FLEFROCHEATHER>0.7; 2B E ML EHE Cox B2
HETMNEIF 22 HNSCC W L Hl s B &, it £ T 18 ME oM % IncRNA 22 50 8y 7 5 4 & 7 L A 2%
HNSCC & # t 5 & 5t . E UK 3F 4 & HNSCC Wy s 7l s B %

XER LN GRAEH AR E T RERE R

FE 4 %S :R739. 91 XHEEARIRED: A MEHS: 1001-5817(2022)05-0666-09

doi;10. 3969 /j. issn. 1001-5817. 2022. 05. 009

Construction and evaluation of the prognostic risk model of IncRNA related to

pyroptosis of head and neck squamous cell carcinoma

Luo Qian', Zhan Xuebing', Kuang Yunshu', Tao Xiangxiang', Wang Jun',
Liang Xiao', Wang Junjie', Sun Entao’, Chen Bing'

(1. Department of Pathology ., Wannan Medical College , Wuhu 241002, Anhui, China;
2. School of Laboratory Medicine , Wannan Medical College , Wuhu 241002, Anhui, China)

Abstract: Objective To construct and evaluate a prognostic risk model of IncRNA related to pyroptosis
of head and neck squamous cell carcinoma (HNSCC) based on bio-informatics methods. Methods The tran-
scriptome data of HNSCC were obtained from TCGA database. Co-expression and differential analysis were
performed with pyroptosis-related genes, and they are displayed as pyroptosis-related IncRNA pairs. HNSCC
patients were randomly divided into a training set (246 cases) and a validation set (245 cases). Cox regression
analysis and modified Lasso penalty regression were used to construct the prognostic model. According to the
median risk score of the training set, patients with HNSCC were divided into high and low risk groups. and the

risk scores of all samples were calculated. Kaplan-Meier method was used to analyze the survival of patients in
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two groups and draw the survival curve. The accuracy of the model was evaluated by drawing ROC curve. Uni-
variate and multivariate Cox regression analysis were used to analyze the relationship between clinical patholog-
ical data, risk score, on the one hand, and overall survival rate, on the other hand. And the prognostic risk
factors of HNSCC were explored. Results A total of 53 differential IncRNAs (FDR<C0. 05, logFC>>2) relat-
ed to pyroptosis were extracted from HNSCC and displayed in the form of IncRNA pairs. Eighteen prognostic-

related IncRNA pairs were screened out by Cox regression analysis and modified Lasso penalty regression for
the construction of prognostic risk model. The results of training set and validation set showed that the survival
time of patients in the low-risk group was higher than that in the high-risk group ( P <{0.05). The area under

ROC curve of prognostic risk model for one-year overall survival was >>0. 7. Univariate and multivariate Cox

regression analysis showed that risk score was an independent prognostic factor for HNSCC.

Conclusion The

prognostic model based on 18 pyroptosis-related IncRNA pairs can effectively predict the prognosis of HNSCC

patients, and the risk score is an independent prognostic factor for HNSCC.
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