a5 W1 A VLR R B2 2 B 2 4k Vol. 45 No. 1
2023 4F 2 A Journal of Youjiang Medical University for Nationalities Feb. 2023

2 S SIS SIS OSSR SR SUES e e e e e S e e S I S e S S S e e S S e S S e e e e

ZISSGIS‘UF&T XUUNEE B 5. FZDs 35 IR 520 78 J5 & M T 98 w10 8k R TR B 25 440 ).
. AT B B 24 B 2 R . 2023 ,45(1) - 85-91.

R SUE SIS S SIS SIS SIS S SIS S S SIS S e S S e e S S S U U S S e S S e S S e S 2 2

FZDs BEEARGEERZEFERRNRIE EHEE N

X IE?  EKF!
(. FIREFKRAFKR. W BT 533000;
2. FIRKEFREMEFK. B HE 533000)

(3% 506 KiRiE]

R e S i

W OE.B8 A AW E SN FZDs £l Rk (FZD1~FZDI0) & R & W fF i ey 46 Bl . A% % # K mRNA %
i #HEH E The Cancer Genome Atlas(TCGA) , X 4l #k % A (GEPIA # 4% & .Kaplan-Meier Plotter 3t 4% # | cBioPortal
HEELENN FZDs HE X EER RN BTN R AR XKL SHEQLH T EN X R, P —F o HEE R K K
FRAEAERA AR T £, BR £ g4 4 FZDI.FZDS #y mRNA % 3 & F ¥ & ( P <0. 05), FZD2,FZD3,
FZD4.FZD5.FZD6 . FZD10 %k # A F & (P <<0.05), £ FZDs £ B X ik & 7 2 [ % % # & ¥ % %, FZD1,FZD2,
FZD6 .FZD7. .FZD8 FZD10 % i 5 BF % 4 ¥ % 4 48 £ ( P <C0. 05), FZD1,FZD5,FZD6,FZD7 & % i , FZD4,FZD9,
FZD10 kx5 A FTE A RAM K (P <<0.05), whsh, R A+ FZDs 2 E RO & REME N 29.78%, &
rERXEHERET KA., GO F1 KEGG § & 94 £ 3 FZDs?EE%ﬁﬁE}?Zi‘iHFFT’EJﬂ AL T B 5 Wnt 15 5 8 B
Hippo B 5@ ¥ . Tah s THRAEHXEE @B mTOR E S BB A X, &t FZDs ZEZXEK R TN HE
BEBTRAMTETMNATEY ERXUFBRERE T REXEER,

KW R MEAEFZDs £H XK E M EE T RA ;TR

FESES:R735.7 X ERFRINED : A XEHS: 1001-5817(2023)01-0085-07

doi;10. 3969/j. issn. 1001-5817. 2023. 01, 015

Comprehensive analysis of the expressions of FZDs gene

family in primary liver cancer and its prognosis

Liu Shuaiting’ ?, Liao Changxiu’

(1. School of Pharmacy, Youjiang Medical University for Nationalities , Baise 533000,
Guangxi, Chinas; 2. School of Basic Medicine , Youjiang Medical
University for Nationalities , Baise 533000, Guangxi, China)

Abstract: Objective To analyze the role of FZDs gene family (FZD1-FZD10) in primary liver cancer by
bioinformatic methods. Methods The data of mRNA expression of primary liver cancer samples were ob-
tained from the Cancer Genome Atlas (TCGA). The Xiantao academic database, GEPIA database, Kaplan-
Meier Plotter database and cBioPortal database were used to comprehensively analyze the expression of FZDs
gene family in primary liver cancer and its relationship with the staging and prognosis of primary liver cancer.

The gene mutation levels and pathway enrichment of associated genes were further analyzed. Results In the

tissues of primary liver cancer, the mRNA expression levels of FZD1 and FZD8 decreased ( P <{0. 05), while
the expression levels of FZD2, FZD3, FZD4, FZD5, FZD6 and FZDI10 increased ( P <0. 05), and there was
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correlation between the expressions of FZDs gene family members. The expressions of FZD1, FZD2, FZD6,
FZD7, FZD8 and FZD10 were closely associated to the staging of primary liver cancer ( P <{0.05). High ex-
pressions of FZD1, FZD5, FZD6 and FZD7 and low expressions of FZD4, FZD9 and FZD10 were associated
with poor prognosis in patients with HCC ( P <{0. 05). Furthermore, the total mutation frequency of the FZDs
gene family was 29. 78 % in primary liver cancer, and all genes were mutated. GO and KEGG enrichment anal-
ysis showed that the mechanism of FZDs gene family in primary liver cancer may be related to the Wnt signa-
ling pathway, the Hippo signaling pathway, the signaling pathway related to pluripotent regulation of stem
FZDs gene family members can be used as potential

cells and the mTOR signaling pathway.  Conclusion

markers for therapeutic targets and prognostic prediction of HCC to play a key role in the occurrence and devel-

opment of primary liver cancer.
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