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Abstract: Objective To study the key genes related to tongue cancer stem cells by bioinformatics meth-
ods, and to preliminarily explore the function of key genes in tongue cancer stem cells by using biological func-
tion and functional enrichment of key genes. Methods RNA-seq data on tongue cancer and related clinical in-
formation were downloaded from The Cancer Genome Atlas (TCGA). The R language was used to analyze the
cases of tongue cancer, and WGCNA was used to modularize differential genes. Important modules and key
genes related to stemness of tongue carcinoma were identified based on mRNAsi. GO and KEGG functional en-

richment for key genes was performed. Results  Differential expression analysis in the TCGA database

showed that there was significant difference in mRNAsi between the normal tissue and the tongue cancer tis-

sue, and the mRNAsi of the tongue cancer tissue was significantly higher than that of the normal tissue ( P <<
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0.05). In the survival analysis, it was observed that patients with high mRNAsi scores had worse overall sur-

vival than patients with low mRNAsi scores ( P <{0. 05). 40 key genes were identified based on mRNAsi, and

GO and KEGG functional enrichment showed that the key genes were concentrated in cell cycle, Fanconi ane-

mia pathway and Wnt pathway ( P <{0. 05, FDR<C0. 25).

Conclusion High mRNAsi score in patients with

tongue cancer may indicate poor prognosis, and mRNAsi plays an important role in the occurrence and develop-

ment of tongue cancer. Based on mRNAsi,40 key genes related to the stemness of tongue cancer have been i-

dentified, and these genes are expected to become targets for tongue cancer treatment.
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