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Analysis of the correlation between glucocorticoid receptor

gene expression and subacute thyroiditis

Li Junfeng
(Department of Endocrinology s Tianjin First Central Hospital , Tianjin 300000, China)

Abstract: Objective To analyze the correlation between subacute thyroiditis and the expression of the
glucocorticoid receptor (GR) gene. Methods A total of 60 patients with subacute thyroiditis admitted to the
First Central Hospital of Tianjin from April to October 2018 were included in this study. The patients were di-
vided into two groups: a mild disease group (30 cases) and a severe disease group (30 cases) ; Additionally, 20
healthy subjects who underwent physical examinations during the same period were included as the control
group. The expression levels of the GR gene were measured using the RT-PCR method, and the correlation be-
tween GR mRNA and subacute thyroiditis was analyzed. Results The expression levels of GR-a were found
to be decreased, while the expression levels of GR-8 were increased in both the mild and severe disease groups
( P <€0.05); Comparison between the subacute thyroiditis groups showed that the expression levels of GR-a in
the severe disease group were lower than those in the mild disease group, whereas the expression levels of GR-
B were higher in the severe disease group ( P <{0. 05). Spearman analysis showed that gender and age were not
correlated with the severity of the disease; however, a positive correlation was observed between the duration
of the disease and the severity of subacute thyroiditis. Furthermore, a negative correlation was found between

GR-a mRNA expression and disease severity, whereas a positive correlation was observed between GR-8 mR-
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NA expression and disease severity. Logistic regression analysis showed that GR-a mRNA and GR- mRNA

were influential factors of subacute thyroiditis.

Conclusion GR gene expression plays a significant role in the

development and progression of subacute thyroiditis. The severity of the disease is correlated with the expres-

sion levels of GR-a mRNA and GR-8 mRNA, which can be used as the important indicators for early prediction

of the disease.
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