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Abstract: Objective To investigate the role of ATP-binding cassette subfamily A member 8 ( ABCA8)
in colorectal cancer. Methods In this study, colorectal cancer data from The Cancer Genome Atlas (TCGA)
were downloaded, and the expression of ABCA 8 in the TCGA dataset was analyzed using the limma R package.
Clinical survival status data of colorectal cancer patients were examined to assess the association between
ABCAS and survival prognosis. Gene correlation analysis was used to investigate whether ABCA 8 was associat-

ed with other genes in colorectal cancer. R-packet estimate kit and CIBERSORT R package were used to obtain
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tumor microenvironment scores and conduct tumor immune infiltration analysis. Moreover, the expression of
immune cells and tumor microenvironment between the high and low ABCA 8 expression groups was analyzed.
Immune checkpoint related genes were used to analyze ABCA 8 and its association. The expression of ABCAS8 in
colorectal cancer, adjacent tissues, and normal tissues was validated using Western Blot, and the expression
change in colorectal cancer and normal intestinal tissues were verified using The Human Protein Atlas (HPA)
Results

database. Differential analysis showed that ABCAS8 expression was low in colorectal cancer. Many

genes closely related to ABCA8 were obtained through correlation analysis. The high and low ABCAS8 expres-
sion groups showed differences in matrix score, immune score, and tumor microenvironment score based on the
tumor microenvironment scoring. Bioinformatics analysis also found that ABCA 8 gene was significantly associ-

ated with immune cells as well as immune checkpoint related genes. Western Blot and HPA database analysis

confirmed higher expression of ABCA 8 in normal intestinal tissues compared to colorectal cancer tissues. Con-

clusion

ABCA 8 exhibits significant differential expression between colorectal cancer and normal intestinal tis-

sues, suggesting its potential as a novel diagnostic biomarker.
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