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Abstract: Objective To construct a prognostic model for angiogenesis-related genes (ARGs) in head and
neck squamous cell carcinoma (HNSCC) using bioinformatics methods and validate its predictive value.
Methods The HNSCC dataset (TCGA-HNSCC) was downloaded from the UCSC Xena database to obtain dif-
ferentially expressed ARGs, univariate Cox regression analysis and protein-protein interaction (PPI) network
were used to screen prognostic-related core ARGs. We then constructed a prognostic model using LASSO re-
gression and analyzed its predictive efficacy in high and low-risk groups. We verified the model using the

GSE41613 dataset. The ESTIMATE algorithm was used to analyze the immune infiltration of the high and
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low-risk groups, and differential expression of immune checkpoint genes between these groups was analyzed.
Drug sensitivity was also analyzed for these groups. RT-qPCR was used to verify the expression of two prog-
nostic genes, PLAU and VEGF-C, in tongue squamous cell carcinoma. Results We identified 414 differenti-
ally expressed ARGs in TCGA-HNSCC and constructed a prognostic model for HNSCC based on 14 ARGs.

Kaplan-Meier survival curve showed that the high-risk group had shorter survival times compared to the low-

risk group ( P <<0.001), and the ROC curve demonstrated its strong predictive value (AUC values at 1, 3 and
5 years were 0. 675, 0. 688 and 0. 644, respectively), and the model’s prognostic value was validated in the
GSE41613 dataset. Immune infiltration analysis suggested that the low-risk group had a higher immune infil-
tration score and high expression of immune checkpoint genes. Drug sensitivity analysis revealed varying sensi-
tivity to multiple drugs, including Cisplatin and Tozasertib between high and low-risk groups ( P <{0. 05). The
results of RT-qPCR showed that PLAU and VEGF-C were highly expressed in tongue squamous cell carcinoma
( P <€0. 05). The HNSCC risk score model composed of 14 ARGs can effectively predict the
prognosis and drug therapy response in HNSCC patients.

Conclusion
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