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Abstract: Objective To analyze the influence of different hepatitis B virus deoxyribonucleic acid (HBV-
DNA) loads on liver function, immune function and cytokine expression in patients with chronic hepatitis B
(CHB). Methods We randomly selected 200 CHB patients admitted to a hospital from March 2021 to March
2022. Patients were grouped based on serum HBV-DNA loads: 38 cases in the negative group, 58 cases in the
low copy group, 59 cases in the medium copy group, and 45 cases in the high copy group. Liver function indi-
cators (ALT, AST, GGT) were measured using an automatic biochemical analyzer. T lymphocyte subsets

(CD4", CD8", CD4" /CD8" ) were assessed via flow cytometry and related antibodies. Cytokines (1L-2, 1L-6,
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TNF-a) were detected using ELISA. The correlation between HBV-DNA loads and ALT, AST, GGT, CD4",
CD8*, CD4"/CD8", 1L-2, 1L-6, TNF-a was analyzed. ALT, AST, GGT, IL-2, IL-6 and TNF-«a
levels were lowest in the negative group and highest in the high copy group. CD4% ., CD8*%, and CD4" /CD8"

Results

levels were highest in the negative group and lowest in the high copy group, with statistically significant differ-
ences between each group ( P <<0.05). Liver function indicators (ALT, AST, GGT) increased progressively
from the negative group to the high copy group, indicating a positive correlation between HBV-DNA loads and
these indicators in CHB patients ( » =0. 813, 0. 860, 0. 848, P <{0.001). Cytokine levels (I1L-2, 11.-6, TNF-a)
also increased with HBV-DNA loads, showing a positive correlation with cytokine levels in CHB patients ( » =
0.831, 0.842, 0.761, P <C0.001). Immune function indicators (CD4", CD8", CD4" /CD8" ) decreased with
increasing HBV-DNA loads, indicating a negative correlation between HBV-DNA loads and these indicators in
CHB patients ( r =—0. 903, —0.914, —0.879, P <<0.001). As HBV-DNA loads increases,

liver function and cytokine levels rise, while immune function indicators decrease. Different HBV-DNA loads

Conclusion

directly impact the severity of liver function damage, immune function and inflammation in CHB patients.
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