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Abstract: Objective To investigate the expression and clinical significance of the KIF4A gene in malig-
nant pleural mesothelioma (MPM). Methods We analyzed the correlation between KIF4A and MPM's clini-
copathological data using the TCGA database. The GEIPA database helped in assessing the correlation between
KIF4A expression and MPM prognosis. The TIMER 2. 0 database aided in evaluating the association of KIF4A

with immune cell infiltration and the survival curve of MPM immune cells. Additionally, KIF4A gene enrich-
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ment analysis was performed by R language. Results KIF4A was associated with MPM tissue typing ( P <<
0.05). High expression of KIF4A was correlated with poor prognosis in MPM patients ( P <{0. 001). Moreo-

ver, patients with epithelial-type MPM exhibited a better prognosis compared to those with sarcomatoid-type
MPM ( P <<0.05). KIF4A gene expression positively correlated with the infiltration of B lymphocytes, mono-
nuclear leukocytes, macrophages, and myeloid dendritic cells. Furthermore, it played a role in pathways relat-

KIF4A
is highly expressed in MPM tissues, which is one of the favorable indicator to judge the prognosis of MPM.

ed to DNA replication, proteasomes, spliceosomes, mRNA monitoring, among others.  Conclusion

Key words: malignant pleural mesothelioma; kinesin superfamily proteins 4A; TCGA database; progno-

sis; bioinformatics
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P B8 L 80 %6 13 191 5 Rl Mk s R BT A A R R AR O
AR IR — AL E 6 P R W A6 Pk 5T Y A1 AR BT ) AT
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AN F i IK 3 & 1 4% 4 (kinesin superfami-
ly protein 4, KIF4) 7E i FL 3l 9 Hh AX #ft 28 4 i vh 1 Ik
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iR 3 X 14, A 31 MM T & 1232
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www. cancer. gov/ccg/research/genome-sequencing/
tega) U4 T 8 MPM H 8 4 {0 55 KIF4A % N
mRNA F k#5085 (meso_tega pan_can_atlas 2018
rna_seq_v2_mrna) F1H: B & X N )9 PR 7R (meso_
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MESO ##i 5 . s i plot /£,
1.5 KIF4A J£H 5 MPM S 2 A G4 i 38
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2.3 KIF4A BRI HBEEBEARA X BIERAL A B AR

O 45 R WoR, § KIFAA (R 3Rk 4146 b,
KIF4A 5 3R 35 5 A7 R WG i) ) JE 4 52 90 F B
# (Log-rank P <C0. 001), JC¥9% iff & £ f£ % (DFS)
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FKALE MPM B3 15 A P <20, 05) s KIF4A %
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FH (=60 & vs. <60 %) 1.32(0.81~2.17) 0.263 0.95(0.52~1.7D) 0.853
P 5 (et vs. BHD 0.89(0.49~1.60) 0.691 0.80(0.38~1.66) 0.548
AJCC ¥ (vs. 1 90
I % 0.63(0.26~1.51) 0. 300 0.49(0.08~3.20) 0. 459
1 2% 0.76(0.36~1.59) 0.461 0.49(0.08~3.02) 0. 445
V4 0.71€0.30~1.67) 0.428 5.39(0.21~139.48) 0.310
T ¥ (vs. TD
T2 0.98(0.47~2.03) 0. 949 1.84(0.36~9.47) 0. 465
T3 1.05(0.52~2.15) 0. 883 1.58(0.33~7.65) 0.570
T4 0.77(0.33~1.83) 0.556 0.10€0.00~2.06) 0.135
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N 7 (vs. NO)
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N3 1.78€0. 54~5. 83) 0. 340 0.49(0.08~2.98) 0. 435
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M 43 (vs. MO)
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MX 0.68(0.40~1.15) 0.148 0.72(0.38~1.36) 0.311
J IR (s, TR A HD)
2l 0.50(0. 30~0. 85) 0. 010 0.40€0.20~0.78) 0. 007
IR 96 Y 3.42(0. 44~26.68) 0. 240 1.67(0.19~14.53) 0. 644
KIFAA Fiktr (FHRIE vs. IKRFRH) 3.55(2.13~5.91) <<0. 001 3.51(1.95~6.31) <<0. 001
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LG E R G T R AR ARG I8 8 o 3 dE R A
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KIF4A i Z 5 JboJa 40 M b /9 {5 5 38 %, 3L n] 3% b
Hedgehog {755 38 s , 41 il 25 B e 40 M i | st 5 7
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