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Knockdown of AURKA downregulates the expression of PLLK1 and inhibits

the proliferation and metastasis of uveal melanoma C918 cells
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Abstract: Objective To investigate the effects of aurora kinase A (AURKA) on the proliferation and
metastasis of uveal melanoma (UVM) C918 cells and their underlying molecular mechanisms. Methods The
relationship between AURKA expression and survival period of UVM patients was analyzed using GEPIA data-
base. C918 cells were transfected with negative control small interfering RNA (siRNA) and AURKA-specific
siRNA using Lipofectamine 3000 to establish an AURKA knockdown cell model. RT-qPCR and Western Blot

experiments were conducted to detect the mRNA and protein expression levels of AURKA, respectively. CCK-
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8 and colony formation assays were used to evaluate the cell proliferation capacity. Transwell assays were car-
ried out to examine the cell invasion and migration abilities. The protein expression levels of AURKA and
PLKI1 were detected by Western Blot. The correlation between AURKA and PLK1 expression in UVM speci-
mens was analyzed by GEPIA database. Results Patients with high AURKA expression exhibited signifi-
cantly shorter survival compared to those with low AURKA expression in UVM ( P <0. 01). The mRNA and
protein levels of AURKA were significantly reduced in the knockdown group compared to the negative control
(NC) group ( P<C0.001). Knockdown of AURKA significantly inhibited the proliferation and metastasis abili-
ties of C918 cells compared to the NC group ( P <C0.001), accompanied by a significant decrease in the expres-

sion level of PLK1. A significant positive correlation was observed between AURKA and PLK1 expression in
UVM specimens ( P <C0.001).

metastasis abilities of C918 cells, potentially through the inhibition of PLLK1 gene transcription. This suggests

Conclusion Knockdown of AURKA expression inhibits the proliferation and

that AURKA activation of PLK1 transcription to promote cell proliferation and metastasis may be one of the

important mechanisms underlying the malignant progression of UVM.,
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