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Abstract: Objective This study aimed to identify common biomarkers between nasopharyngeal carcino-

ma (NPC) patients and major depressive disorder (MDD) patients through bioinformatics analysis. Methods
Differentially expressed genes (DEGs) among NPC, MDD, and normal populations in the GSE12452 and
GSE98793 datasets were analyzed using R language. Weighted gene co-expression network analysis (WGCNA)
was employed to screen highly correlated genes by intersecting the results. Core genes were screened based on
Cox regression, and a prognostic risk model was constructed by LASSO regression, followed by plotting the
receiver operating characteristic (ROC) curve. This model was validated with an external dataset from the
Gene Expression Omnibus (GEO). Results Three genes (CKAPS5, GRB10, TPT1) were identified as core
genes for both NPC and MDD. NPC patients were divided into high-risk and low-risk groups based on median
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risk scores, with patients in the low-risk group exhibiting prolonged survival times and enhanced immune infil-

tration. Moreover, infiltrating immune cells showed strong correlations with prognostic genes and risk scores.

Additionally, the NPC prognostic risk model was validated for effective prediction of overall survival using the

GSE102349 dataset.

Conclusion This study identified three core genes (CKAP5, GRB10, TPT1) with the

strongest prognostic capabilities associated with both NPC and MDD through bioinformatics analysis and dem-

onstrated their influence on the prognosis of NPC.
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