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Construction and validation of a platelet-related gene prognostic model for gastric cancer

LI Xinyi, RUI Yutong, QIAN Gege, LI Jiahui, WANG Zizhen,
BAI Zijian, ZHANG Wen, CHEN Bing

(Department of Pathology, Wannan Medical College, Wuhu 241002, Anhui, China)

Abstract: Objective To construct a platelet-related gene prognostic model for gastric cancer(GC) , ai-
ming to elucidate the mechanism by which these genes influence GC prognosis. Methods Transcriptome data
of GC were retrieved from The Cancer Genome Atlas (TCGA) database, and differential analysis was per-
formed in combination with platelet-related genes. A prognostic risk model was constructed using LASSO re-
gression analysis followed by Cox proportional hazards regression analysis. The predictive value of the model
was evaluated using receiver operating characteristic (ROC) curve analysis and Kaplan-Meier survival analysis.

Results  Six prognosis-related genes (PDGFC, F5, ANXAS5, CLEC1B, SLC6A4, APOH) were identified
and modelled. Kaplan-Meier analysis revealed that the overall survival (OS) of high-risk patients was signifi-
cantly lower than that of low-risk patients ( P <{0. 05), which was further validated in the GEO cohort ( P <<
0.05). The areas under the ROC curve (AUC) for 1-year, 3-year, and 5-year survival were 0. 670, 0. 662, and
0. 758, respectively. In the external validation set, the corresponding AUCs were 0. 677, 0. 708, and 0. 728,
indicating moderate predictive accuracy of the model.  Conclusion A prognostic model incorporating six plate-
let-related genes was successfully established for GC, which may serve as effective prognostic markers in future
clinical practice.
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TERZBEIEE R 40 (PMN-MDSC) ZE4E0US L
FER UG . F5 & — A2 5 4+ 1 (330 kDa) YT A
+  FE I R I S R AR . TS S L e AR B IR
T-UE B F F X, o B i D Ak O B .
L a2 o o S B 1 S o S R G 1 S A
(IR 2 B Wi R GE R TG S R R R LR
IS DA R fe 26 01 22 B W A G . 0T B I &R G2 A F) T
g B R i R IR FS 2 S BB REFA TS AR,
ANXAS 25 Z Fi 5 i Ji A R fF 28 SR 41 i D g
WA B PR T RV E S AU S . ANXAS

B B AE R TE RS A F T W, ANXAS 1] DL
o A5 A AR HE B e IR YT BT . ANXAS 5
ECM i % %5 UJ A OC , A WF 5 4l ANXAS 3 & ECM
T %R 4 A0 R A FH R Y R A i 8 B L RS e
PRI TME 4i i AC 3 At 25 M L 3k i 5 e ' 8 2R
BT A . CLECIB. B C 7 ¥k 45 2 45 /3 & % 1 Bl 5
B, AW LB CLECIB &2 T 40 i 98 i 78 16 Wi s 4= 9
PR, CLECIB 5 H B X R B A CEMIA.
CLECIB 7£ % % 19 N B 40 M v B2 3R 3k il /Al 7 %
TN E T ECM b Y 25 B & Ak A SR 42 X 1k 1 8 5¢
W, CLEC-1B ] LLif i+ ECM 18 & % 957 i 1 7% 74 7%
EA 3 E Y, CLECIB A LA 3% PISK-Akt i#
i T A S2F A0 M ) S B8 RN AR 28 . SLC6A4, % 3 A 4
T A2 By ot 225328 JU0 119 2 fioh DA 2E A 25 (1] 5 flh 117 A3 8 7 1ML T
RRREAIREE  . I3E ZRAR  pi g BT, SR B AR
I /N SR A v A ke 2 EEEEAE L, R TR KO SLC6 A4
SHEAFRKFENEZEA MBEREEEAMNZENT
NOn] BE S s A /NS P . A OGS R B SLC6A4 1]
D32 i iy g 8 2 g bR 2 e R T L o P A i R
G . WANG G F 205 F2 0] SLC6A4 2 % m H 9
W TS AR AH SC B 58 30, 2 i AL s AN BB . APOH
WAL A B2-WEEK & 1, J& —Fh g 0 2 1 o i B 1AL A
BmMtEE RGN EEEEXREEMIEM. BRAEFR
FW L APOH 76 JF- 40 B 98 A0 45 B M 98 b B9 3658 & T
SE 4, AR HE R AR K R UR E AT . APOH
F2 e 5 e RS A ELARBIL ] S B .5 APOH 7T DL
b i 20 A AR A R T, a0 VEGF i 48 28 i R
(ANGPT1).CCL2 F1 CXCL12 #1k [N 1, 1% L& 40 it [X]
TEE AR S R B . 0 PR S AR K 4 i R
AT P4 R S P A2 A I8 K 48 i B it VEGF-A L VEGF-C,
VEGF-F,CXCL-8, MMP-9 % [A 7, {i& ¥ b 988 1L 45 4=
.
AW — E 1 Jmy BR P A8 BF 55 7™ 25 4K 0 55
AP — B BB, 75 E T 20 SEI 5T R B UE i — 25
BFAIF 5T 5 HL U, 45578 v 7 i i R 30 8 i TS R R I L
e ARAN W —LHER, LT ELRER AR
K 1) 77 1) 4 T EE DL i - O N Bl ) R R I IR
H A IR s O 78 HoAth £ 408 2 v 0 18 8 22 5 i/ A AR
A DR 5 O WS- B 988 95 151 I DR B8k o X JXUIS: T 43 A
RUHEAT B AIE , £ 1 A A 5 1) S 1Y) DL I A58 780 1) 11 RS 55 B2
.
2 LTIl ASHIE 58 A AT T I /N Bl A 6 2% S SR TR 7
9 T 28 B0 R A S R e TS R R A, O DA
IR T R 6 > 22 55 35 DR 4 Rl i) 30 e XU A 7R, L Ah
TRIE R A —E R TIERE, PR RA B T em
PR /AR 5 15 9 A YOG &R Sy S EROBT 3R T R
FIS T8 br B2 A A 5 L
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