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Screening of anti-gastric cancer active components and prediction of core targets of

Banxia Houpu Decoction based on network pharmacology

HUANG Zumei
(Guangxi International Zhuang Medical Hospital » Nanning 530001, Guangxi, China)

Abstract: Objective To investigate the potential targets and mechanisms of Banxia Houpu Decoction
(BXHPD) in the treatment of gastric cancer based on network pharmacology and molecular docking.  Methods
The active components and corresponding targets of BXHPD were screened through the Traditional Chinese
Medicine Systems Pharmacology (TCMSP) database. Gastric cancer-related disease targets were retrieved from
GeneCards, OMIM, and DrugBank databases. The intersection targets were obtained to construct a protein-
protein interaction (PPI) network, and Cytoscape 3. 10. 3 was employed to visualize the core targets. Gene On-
tology (GO) functional enrichment and Kyoto Encyclopedia of Genes and Genomes (KEGG) pathway enrich-
ment analyses were performed using Metascape. Molecular docking of core components with targets was per-

formed using AutoDock Vina, and PYMOL was used to visualize binding conformations. Results The core

active components of BXHPD against gastric cancer were identified as luteolin, baicalein, and B-sitosterol, a-
mong others. The core targets included protein kinase Bl (AKT1), tumor protein p53 (TP53), mitogen-acti-
vated protein kinase 1 (MAPK1), and cyclin D1 (CCND1), among others. Enrichment analysis revealed that
BXHPD regulated gastric cancer progression through interleukin-17 (I1.-17) , phosphatidylinositol 3-kinase-pro-
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tein kinase B (PI3K-Akt), nuclear factor-kappa B (NF-«kB), and human epidermal growth factor receptor

(ErbB) signaling pathways. Molecular docking results showed stable binding conformations between the core

components and their targets.

Conclusion This study preliminarily reveals that BXHPD may exert anti-gas-

tric cancer effects through active components such as luteolin and baicalein, by targeting core proteins including
AKTI1 and MAPK1, and modulating PI3K-Akt, I1.-17, and other signaling pathways.
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